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NTDB id 624 LCA RS00040 WP 011373726.1 ................ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 ..RQPASDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..RQPAPDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
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NTDB id 405188 GM698 RS08115 WP 176808828.1 NYSYSQT.......SNSAQPQSKPAPQAEPAMNNFDDDIPF 173
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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