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NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLI...AILLSFIVIPFSSQAEN.EP...........QKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEA 63
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLI...AILLSFIVIPFSSQAEN.EP...........QKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEA 63
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKW.ILTLCLVVFAPLSLAAD..T.............KADKYEGIEITVNINTASAEEIATMLKGIGEKKAQS 57
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTL.FLSLCLPTLPLLANAEETAP.............AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQA 66
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTL.FLSLCLPTLPLLANAEETAP.............AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQA 66
NTDB id 405178 GM698 RS03725 WP 159629038.1 ...MNKMKTLALSLLIGLNT..LAFAQK..TPQIEQNNT...LKAQQSMQKNLSAVNINTASAAELQDKLVGIGEKKAQA 70
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...MKKLSRYTFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQA 75
NTDB id 1362 HI 1008 AAC22669.1 ...MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEA 75
consensus *** **! ** * !** * *!*!!!** ** **!!! !*!**
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NTDB id 1272 LPP RS04360 WP 010946546.1 IIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 IIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1294 VP RS04495 WP 021449594.1 IVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 IVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 IVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 405178 GM698 RS03725 WP 159629038.1 IVDYRTQNGNFKSIEQLTEVSGIGQATLEKNRGNIILE.... 108
NTDB id 1382 A4U84 RS07375 WP 062924234.1 IVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.... 113
NTDB id 1362 HI 1008 AAC22669.1 IVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
consensus !**!!* * ! ***!**!*!!! *****!******
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