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NTDB id 1366 NTHI RS01950 WP 011271972.1 PDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNL.. 404
NTDB id 1355 HI 0298 AAC21962.1 PDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNL.. 404
NTDB id 405158 GM695 RS06040 WP 159629605.1 PDIIMLGEIRDEESAEIALRAAQTGHLVLSTLHTNDAPSAIERLLQLGIKEYELKNTLLLVVAQRLLRRLCTTCGGI... 400
NTDB id 1384 A4U84 RS08525 WP 010787006.1 PDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV... 398
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP 466
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP 466
NTDB id 1293 VP RS12240 WP 005479695.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH 466
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDD 475
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.Q 469
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.D 469
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 HYI..............EFEGEFFEPKGCERCHHSGFFGRELIAECLEINEDLACAIRENQDKTILMELA.KKYGFQTMF 497
NTDB id 1306 DR RS10060 WP 027479822.1 DPE.VLRRLGISERDIRGAN..LMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLR 864
NTDB id 1366 NTHI RS01950 WP 011271972.1 ..........................INSCDCH.QGYRGRIGVYQFLHWQQN............GY......QTDFENLR 439
NTDB id 1355 HI 0298 AAC21962.1 ..........................ANSCDCH.QGYRGRIGVYQFLHWQQN............DY......QTDFKNLR 439
NTDB id 405158 GM695 RS06040 WP 159629605.1 ...........................GCTHCY.QGYKGRIGVYQLLSRTAK............NFEKTT.ACLDFETLA 439
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...........................GCDECY.QGYRGRIGVYQCLSRTAK............KFDKQT.AYLDFSSLR 437
NTDB id 1168 A1552VC RS11070 WP 000957200.1 S.ALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA.KANGMQTLQ 539
NTDB id 1401 DSB67 RS12665 WP 010643259.1 N.SQLQH.IGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA.IANGMQTLQ 538
NTDB id 1293 VP RS12240 WP 005479695.1 T.VQLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA.IANGMSTLQ 538
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA.QSEGMLTIF 551
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA.ETLGFNNLR 547
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS.EKLGFNNLR 547
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 EQGLKKAKEGLTSIDELLRVVR..... 519
NTDB id 1306 DR RS10060 WP 027479822.1 QDGIEKALQGLTTLEEVLAVTAS.... 887
NTDB id 1366 NTHI RS01950 WP 011271972.1 ESGLEKVSQGITDEKEIERVLGKNS.. 464
NTDB id 1355 HI 0298 AAC21962.1 ASGLEKVSQGITDEKEIERVLGKNL.. 464
NTDB id 405158 GM695 RS06040 WP 159629605.1 ESAKEKLVEGKTDQNEILRVLGNGENL 466
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ESAKQKIEQQLTNETEVDRVLGYE... 461
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ESGLEKLREGITSFAELQRVLYF.... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MSGIEKLKQGITSFRELQRVLYF.... 561
NTDB id 1293 VP RS12240 WP 005479695.1 MSGIEKLKQGITSFSELQRVLYF.... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QSGIEKVKEGITTIEEVNRVTVD.... 574
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSGLKKVMQGVTSLQEINRVTSE.... 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RSGLKKVMQGVTSLQEVNRVTSE.... 570
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