
logo ML
INRAVVLVGRLTKRDVPDELRTYTGPSNSGI

A
S
AVGATFSTMLAVDNRTQYFTNQANQSGDERGEADF I SNCVTIWRRKAQSAENVFCANFLTSKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 405119 GJR85 RS00040 WP 063507228.1 MINRAVLVGRLTRDPELRTTGSGISVATFTLAVDRQYTNAQGERGADFISCVIWRKAAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!!!!!!*!**!!*! *!**!*!!**!!*!**!!**!*!*!!!!*!!*!!* !!!**!!**!!!!*!*!!!*!!!

logo

S
NYDENKQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTGNTGRTGEQSGRGQSQGDNGADFSPQGNPAFYPNENSGNQNGSGNAGSGQTQYFSGTGNGNQSNQDQTSNPGTFGPTGSNPSQNQNTGQTKNRAKRDNPANQAGNSNNSFKTNPQADKDP

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 405119 GJR85 RS00040 WP 063507228.1 SYDNKDGQRVYVTEVVVDNFALLESRKNRESRGQNGDFPPAPNNNGNAGTQSTNNSQTNGTPSS...TKKDNNSSKPKDP 157
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.......QQSGFTSPQQTGNAPAANNTQADP 153
consensus *!*!**!!!!*!!!!***** *!!** *** * * ** ****** * *** * ** ** **** * !!

logo FAGNDNSGDKQAPTIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 405119 GJR85 RS00040 WP 063507228.1 FAGSGDTIDISDDDLPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
consensus !!* ! !!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


