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NTDB id 405087 GOM46 RS07675 WP 235083508.1 MIGLLTFILVFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRLLPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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logo GTSPVASLTLAGEKDGKVKRR INI
LSGDKRKQVDQTALPMQNVTQAYDFLEDKLFTITGLVLEGEETKTFYSEVDHDATIVESEDGTEVLR IAPLKDVQY

NTDB id 405087 GOM46 RS07675 WP 235083508.1 GTPVSLTLAEDGKVKRINISGKKVDQTALPMQVTQYDFEDKLFITGLVLEEEKTFSVDHDATIVESDGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!**!!!!*!!!*!***!!!!!!!!*!!*!!*!!!!*!!!!!!*!*!!**!!!!!!!!!*!!!!*!!!!*!!!!
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NTDB id 405087 GOM46 RS07675 WP 235083508.1 QNATVWGKLITNFAGPMNNFILGVIVFWILIFMQGGVRDTQSNNFSIIPDSAIAKVGVENTAQITKVGSHEISNWQDLIQ 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!*!!!!!!!!!!!!!!!!*!!*!!*!*!!!!*!!**!********!****!******!**********!**!**
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NTDB id 405087 GOM46 RS07675 WP 235083508.1 AVEAETKDKT.APVLD.VTVSENGTEKQVSVTPEESQGRYILGVQPKLKSDIWSMFVGGFTSAADSALRILNALKNLIFQ 318
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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NTDB id 405087 GOM46 RS07675 WP 235083508.1 PDLNKLGGPVAIFKASSDAAKNGLENVLFFLAMISINIGIFNLIPIPALDGGKIVLNIIEAIRRKPLKQEIETYVTLVGV 398
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
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NTDB id 405087 GOM46 RS07675 WP 235083508.1 VIMVVLMIAVTWNDIMRTFF 418
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
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