
logo MKLKKSKHWL IAGLVAGLVTALALASGTVVGALVLTAACGSSQKSASNSTDSGKTTYSGSYTVFYGNSASDPTESTFLNDYLI LTDSYNATGDPNTTKATSAIVVTNLGVDGLLMENADNKYGNL IVPSLVA
NTDB id 405083 GOM46 RS06795 WP 235083390.1 MKLKKHLIGVGLTLAATVLLTACG.QSASDGKTYSSTFGADPTTFNYLLDYAGDNTAIVTNLVDGLLENDNYGNLIPSLA 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
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NTDB id 405083 GOM46 RS06795 WP 235083390.1 KEWSVSKDGLTYTYKLREDAKWYTSDGEEYAPVKAQDFVTGIKYAADNKGQALDLIQNSIKGLDDYVTGANTDFSNVGVK 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
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logo AIDEDYTVLEQYTLTKKRQPEPFYWNSKTTNYGS ILLSFPVNEEDFLAKSNKGKDFGTKSLTKDPDTS I LYSNGPYFLLKDSFLTSAKSS I EYLTVKNPENHYYWDQKEK
NTDB id 405083 GOM46 RS06795 WP 235083390.1 AIDDYTVEYTLTRPEPFWNSKTTNSILFPVNEEFLASKGKDFGT.LKPDSILYSGPYLLKDFTSKSSIEYVKNPHYYDQE 238
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
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NTDB id 405083 GOM46 RS06795 WP 235083390.1 KVTIEKVKLAYFDGSDQDLTIRNFESGAYSSAGVYPNSSNFAKTKEKYKDNIVYSLQDATSWYYNFNVNRGAYNHTAKTS 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
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logo DAESQEKQTSASTQKAKAVLLNKNDFRQSAINFAIDRKTAYSQASQMSINGEKEDAGAAKTNLGTALVRNTLLFVPPSTDFVQSVAGDKTFGEDTLVATSEKLMVSNSYGTDQEWASNGMVNFL
NTDB id 405083 GOM46 RS06795 WP 235083390.1 DEQKQATQAAVLNKNFRQAINFAIDRTAYSAQSNGEEAAKNTLRNTLVPPTFVQVGDKTFGETVASKLVNYGTQWANMNL 398
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
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NTDB id 405083 GOM46 RS06795 WP 235083390.1 EDAQDGYFNEEKAQAKFAEAKKELEAQGVSFPIHLDLPVDQVNKTLLSGTNSIKQSIESTLGSENVVVDVIQLSTDDYTN 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
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NTDB id 405083 GOM46 RS06795 WP 235083390.1 ATAQAPTPADHDYDLN.LDGWSADYQDPSTYLNPFNSEDGFYLK.ILGLDPSKDANKITSLGLDQYTQKLKTADAENTDV 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDP.NNAAAAQVGLKDYDALLDSAASETTDL 559
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDL 559
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NTDB id 405083 GOM46 RS06795 WP 235083390.1 AKRYENYADAQAWLIDSSLLIPVVS.NGGGASVTRVTPFTRAYSLVGIKGTGS.NYKYMRLQTDVVTSSQFAEAKAKWEQ 634
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLK 638
NTDB id 324 STU RS16140 WP 011226306.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
NTDB id 292 STER RS06940 WP 011681419.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
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logo ERKKANESVNEKSAQKEDFLESKHVK
NTDB id 405083 GOM46 RS06795 WP 235083390.1 ERKNSVEKSQKEFESHVK 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 EKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 EKKESNEKAQKDLEKHVK 657
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