logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

405082 GOM46 RS06445 WP 006149819.1
496 SM12261 RS02330 WP 000608383.1
524 SMSK321 RS08155 WP 000565601.1
266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1

191 SPR RS08095 WP 000565010.1

156 SP RS08975 WP 000565004 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

405082 GOM46 RS06445 WP 006149819.1
496 SM12261 RS02330 WP 000608383.1
524 SMSK321 RS08155 WP 000565601.1
266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1

191 SPR RS08095 WP 000565010.1

156 SP RS08975 WP 000565004.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

405082 GOM46 RS06445 WP 006149819.1
496 SM12261 RS02330 WP 000608383.1
524 SMSK321 RS08155 WP 000565601.1
266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1

191 SPR RS08095 WP 000565010.1

156 SP RS08975 WP 000565004 .1

consensus

P S

A

e

Lsin QL

LUFREs B KR gL

MIBIRYFFLVG ILASFLGLVIDRFPEQSI |R¥ASHCDSCQTIJLRPLDLIPI SQVIE§RFRCRYCKVRYPIJWYAIJFELGEJG
MI MYFFLVGSILASFLGLVIDRFPEQSII[J3ASHCDSCRITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAJFELGLG]
MIDMYFFLVGSILASFLGLVIDRFPEQSIISJJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALMELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELFLG
PIE sl bbb b e 1

LR

|

LU OEHEPLI THY

IS

NFECEEL

gl

Tkl kL Txl I Txl]

LR PR

|

A AL

FLINSCAL FS TE LILIQFASWSGILAFLL|® KKERLPFVPFLLLAACVIIFGKLLL (¢ 220
FLASC VFSVTELLILIQFASARGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
FLASCALVFSPATELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJJCVIIFGKLLLV] 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVR 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVR 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLVE 219

R e R O A R

X non conserved
B similar
B >50% conserved

160
160
160
160
160
160
160



