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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFEN.KDT...ALKQSTSENNSLS.KLEDVQVKD 75
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFEN.KDN...ALKQSTSENSSLS.KVEDVQVKD 75
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNRL.FVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWK.IMLLVVCALIAGGIFYIFTNSPKPAE.....TLSVENLSSSSTKSS.......VSKFNS 60
NTDB id 405073 GOM46 RS05060 WP 006150927.1 .......MEELIEKIKEYKI.IVICVSLGLILGGFFLLKPVAQTPAK.....ESNLQTEFTTVSKDST...DEKE.DGNQ 63
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPHTPVK.....ETNLQAEVVAISKDSS...TEKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPVK.....ETNLQAEVVAVSKDSV...SEKEVKKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPVK.....ETNLQAEVAAVSKDSS...TEKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPVK.....ETNLQAEVAAVSKDLV...SEKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPVK.....ETNLQAEVAAVSKDLV...SEKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPVK.....ETNLQAEVAAVSKDLV...SEKEVNKEE 64
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NTDB id 20 SA RS08005 WP 001802022.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEP.QIE. 152
NTDB id 36 MW RS08230 WP 001793467.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEP.QIG. 152
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGT 153
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSE.STDS 139
NTDB id 405073 GOM46 RS05060 WP 006150927.1 KEEVVEQDLITVDVKGAVKSPGIYDLPVGSRINDAVQKAGGLTDNADSKSINLAQRISDEALVYVPTKEEATSQE.MPS. 141
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGS 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGP 143
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGS 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
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NTDB id 20 SA RS08005 WP 001802022.1 ..VNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 36 MW RS08230 WP 001793467.1 ..VNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 300 STER RS07485 WP 011681496.1 GQVSD.KGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 405073 GOM46 RS05060 WP 006150927.1 .SAS......NNKENKKVNLNKASVEELKQVKGLGAKRAQDIIDHRESNGKFKSVDDLKKVSGIGAKTIEKLKEYVTVD 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GAPS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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