logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

599
407

405070 GOM46 RS04765 WP 414930185.1

525
497
267
226
192
157

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

599
407

405070 GOM46 RS04765 WP 414930185.1

525
497
267
226
192
157

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

599
407

405070 GOM46 RS04765 WP 414930185.1

525
497
267
226
192
157

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

599
407

405070 GOM46 RS04765 WP 414930185.1

525
497
267
226
192
157

consensus

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

Kw2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

|

KllN!éi!KLKK% A BN Dol B IR AT )

MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD s
MKITNYEIYKLKKSGLTNQQ LPVLEYGENVDQELLLGDIA ISGCRNPAVFMERYFQIDDJEE

MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD s
MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVEFMERYFQIDD s
MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD s

MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD S
[ ] ! * * * % * |k * ok % kok Dok Dok |okokokokok *ok | Let

0. NDAPVARUOLAG A S Sl S L T

DDIRYPIAALIMETY |ZPVL FY[NGN DLLKMNPK AJJVGSRIWAGNSIGHKSY K gyl S)MyIVSGLAKGIDTA HIY A )4y
DIeAYPIR LIQTY |YPVLLEY[NG LDLLESHPK AVVGSRRENSANIGEEY VISK IQDLEY 1IJVI SGLA GIDTAAH|HA LI
DD\yYPIEJLSEIYDAPVLLFYKG L LLKJ#PK AVVGSR CSHPGIKSVRIKVI [RLENELV VSGLA GIDTAAHM FiLQpy
DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENELVIVSGLAKGIDTAAHMAALQN
DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQN
DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQN
DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQN
DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQN

DDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQN
[ I oy R e I Y R Y e Ry I ey e R Y Ry ey oy gy EENEINEENER *

TPl AR AT

JQYSTIAVIGTGLD FYP|R2N QY JQELVLSEYRMGEIYPLK HFPRRNRITIAGLBRGV VI EAKIMRSGSLITCERA|

GGKTIAVIGTGLDV YP NKRLQ YIG HL LSEYGPGE PLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERA
GGKTIAVIGTGLDVFYPKANKRLQDYIENDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERA
GGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERA
GGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERA
GGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERA
GGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERA

GGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERA
TS Vo boeskokokor bk L 1L PE Ll Db b b b b b b LU LEL DL

et R L

JAEEGRD FATIPGNIEDGENSDGCHLIQ GAKLVR{N 282
MEEGRDVF)] PGIILDGNS GCHHLIQEGAK[Y TSGlD LNEFEFR 280
MEEGRDVFAIPGSILDGRISDGCHHLIQEGAKLATMGQD LAEFEFR 285
MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282

MEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFREEEPYH
NN N N e N NN Tk 1x 1

156
155
160
157
157
157
157
157
157

236
235
240
237
237
237
237
237
237



(>4 S

non conserved
similar
>50% conserved



