
logo MKFKSKVWMLALAGVTALLASGSVGAVLAACSGSSKSASNKTGSGNTTFYSGYVYENSTSDPDENSTLNDYLITTSGNKTAGAPTAKNTSAIVTVSTNVGI
VDGLMENADRKYGNFLVPSMVA

NTDB id 405053 GOM46 RS02070 WP 235083839.1 MKFSKVMALAGVTLLASGVLAACSGSSAKGGNTFSYVYETDPDNLNYLTTGKAATANITSNVIDGLMENDRYGNFVPSMA 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
consensus !!*!!**!!!!!*!!**!*!!!!!**!***!*!**!!!**!!**!*!*!*****!*****!**!!!!!*!*!!!*!!!*!

logo EDWSVSKQDGLTYTYTKIRKDGAVIKWYTSDEGEEYAADNVKTAQKDFVTGLKYHAADGNSKSAEGAGI
LYLVQDS IKAGLDSADYVLKSGAETVNKDFSENVGI

VK
NTDB id 405053 GOM46 RS02070 WP 235083839.1 EDWSVSQDGLTYTYTIRKDAKWYTSEGEEYAAVKAQDFVTGLKYAADNKSEALYLVQDSIKGLDAYVKGEVKDFSEVGIK 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
consensus !!!!!! !!!!!!!*!!!**!!!!!*!!!!!*!*!*!!!!!!!*!!!*!****!!!!!!!*!!**!**!**!!!!*!!*!

logo AIDEDQYTVLQYTLNKKQPESPFYWNSKTTMYGSVLLASFPVNEEDFLTKSNKGSKDFAGKASTDPSTS I LYNGPFLLKSLVTAKSSVI EFLETVKNPEHNYWDKDK
NTDB id 405053 GOM46 RS02070 WP 235083839.1 AIDDQTVQYTLNKPESFWNSKTTMGVLAPVNEEFLTSKGSDFAKATDPSSILYNGPFLLKSLVAKSSVEFEKNPNYWDKD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
consensus !!!**!*!!!!* !!**!!!!!!* *!*!!!!*!!**!!*!!*!*!!!*!!!!!!!!!!!!!*!!!!*!**!!**!!!!*

logo NVHI
FDKAVIKFLSFYW

YDGQSDNQENDKALAEVERTGFKTDGGAFYNSLMFARLVYFPTSASSNYPSAESLVEKEKFYKDNI FVYYTPAQPDGSASTYSLAIGTVINLIDRQSYKFYSTSAKTKT
NTDB id 405053 GOM46 RS02070 WP 235083839.1 NVHIDKVKLSFWDGQDNNKLAETFKDGGFSMARLFPTSASYPELEKEFKDNIVYTPQDSSTYLIGTNIDRQSYKYTSKTT 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
consensus !!!*!**! !**!!*!***!***!*!!** *!!**!!!**!***!!**!!!!*!!****!!**!!*!*!!!!!!***!*!

logo DAESQEKSTSTKKALLNKDFRQSALIANFGAFIDRKTAYAQSQMVINGEKSDGAATKLGLALVRNLFVPPSTDFVQSADGGDKNTFGDLVKTEKLMVSTSYGDEWKSDGVNFL
NTDB id 405053 GOM46 RS02070 WP 235083839.1 DEQKTSTKKALLNKDFRQALAFGFDRTAYASQVNGESGATKLLRNLFVPPTFVQADGKNFGDLVKEKLVTYGDEWKDVNL 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
consensus !**!*!!!!!!!!!!!!!***!**!! !!*!!*!!**!!****!!!!!!**!!*!**!*!!!!!*!!***!!!!!**!!
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NTDB id 405053 GOM46 RS02070 WP 235083839.1 DDAQDGLYNPEKAKAEFAKAKTALQAEGVQFPIHLDMPVDQTSTTKVQRVQSLKQSLEATLGADNVVIDIQQLQKDEVLN 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
consensus *!*!!!!!!*!!!!*!!!!!!**!!!*!!!!!!!!!*!!*!*!***!** !!!!!**!**!!**!!!!!**!!**!***!



logo

A
VTYLFNAEATNAAGAEDWDLI SDNGNSVAIGWGSAPDYI

QDPSTYLDI IFKPTSTVSGSENTKATYFLMGFYDSDGPTNNAAAKAQVGLEKDYEDKAMLVLDVNESAGANSENTSTDI
L

NTDB id 405053 GOM46 RS02070 WP 235083839.1 VTYFAETAAGEDWDLSDNVGWSPDYIDPSTYLDIIKPSVGENTKTYLGFDSGTNNAAAKQVGLEDYEKMVVEAGNENTDI 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDP.NNAAAAQVGLKDYDALLDSAASETTDL 559
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDL 559
consensus !**!**!!*!!!!*!**!*!*!!!*!!!!!!!!*!****!!!! **!*!** !!!!!*!!!!*!!******!**!**!*
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VRYDKRYAAQAQAWLTEDSASL IV IPTLTSVQGTNGARAPAMVLI SKRMLVTPYFTLGPAFSAMLYQSVGNDKGNTSSEASNLDLYFYIKYLVEKLPQDEKPVVTAKDKEYQEKQASQRDEKWKL

NTDB id 405053 GOM46 RS02070 WP 235083839.1 SKRYDKYAAAQAWLTDSALIIPTTSQTG.RPMLSKMVPYTLPFAYSGNKGTSEALLYKYLELQDKPVTADEYQKAQDKWK 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS..SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREKWL 638
consensus **!!!*!!*!!!!!*!!*!*!!*!***!**!**!***!*!******!*!*** ****!!***!*!*!!**!!*****!!*

logo KEKEKAESNKEKAQEKDLAENKHVK
NTDB id 405053 GOM46 RS02070 WP 235083839.1 KEKEESNKKAQEDLANHVK 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
consensus !!!**!!*!!!*!!**!!!
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