
logo MKKYVI FLMLR I
TLRSLVLS I FLVVTTAL ITYTI IYTMVPRKRL I FKRQDTPNYNKIATKTADKSRKDANYENTVIYERLMGYI EDYYDTKELQEKAS

NTDB id 405045 GOM46 RS01370 WP 178895474.1 MKKYVFMRILRSLVSIFLVTTLIYTIIYTMVPRKLIFKQDTNYNKIATTADKRDNYENTVYERMGYIEYYDTKELQEKAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
consensus !!!!***!*!!!!*!!!*!!*!*!!!!!!!!!!*!!!*!!*!!!!!!*!!!***!!!!!*!!!*!!!*!!!!!!!!!!!!
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NTDB id 405045 GOM46 RS01370 WP 178895474.1 SIDPSVTVDANDTNKAIYEKYIQQLGNGWTLGEFTESGQFYATREIPIFERVFKFYANLLDIDHTNKIQDPENPNLERYL 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus !*!*!!!******!!!*!*!!***!!*!!*!**!**!*!!!!!!**!**!!!!*!!**!***!*!****!**!!!!*!!*

logo RFI ENDPAIGWSLVVGSGTKHKYLLYFNGSQFPFVHQNFVNKLMNLGDTSYPTYAGNETQPGVLQDVITQGQGQTQKTSSEVVQNFPTGKKTVI SSV
NTDB id 405045 GOM46 RS01370 WP 178895474.1 RFENDPAIGWSLVGSGTKHKYLLYFNSQFPFVHQNFVNLNLGDSYPTYANTPVLQVITQGQGQTKTSEVQFPTGKKTSSV 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKKVSSV 240
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSV 240
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSV 240
consensus !*!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!**!!!*!!!!!!***!!*!!!!!!!!!**! !*!!!!!!*!!!
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NTDB id 405045 GOM46 RS01370 WP 178895474.1 NIYTRTYKSPSQADAREVANYGKGDPYTATESNYQYPSMITSSAIAGLIGLAISYAIAVPLGSAMARYKNTWIDSFSTGA 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DIYSRTYKSPSQADARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGI 319
NTDB id 325 STU RS16125 WP 002946410.1 DIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGV 319
NTDB id 293 STER RS06925 WP 011681416.1 DIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGV 319
consensus *!!*!!!!!!!!!!!!****!! *!!!!!!*!*!!!!!!*!!!!!!!!!!!**!!!*!*!!!!*!! *!!!**!!*!!!*

logo LTFLLASLPTIALVYI IRL IGSSE IGLPDSFP I LGAGDWRSYVLPASVI LGLLGSATPGLAIW IRRYMIDLQSQDFVRFARAKGL
NTDB id 405045 GOM46 RS01370 WP 178895474.1 LTFLLALPTIALVYIIRLIGSSIGLPDSFPILGAGDWRSYVLPAVILGLLGAPGLAIWIRRYMIDLQSQDFVRFARAKGL 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
NTDB id 325 STU RS16125 WP 002946410.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
NTDB id 293 STER RS06925 WP 011681416.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
consensus !!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEKQE I SNKHI FLKNAMVPSLVSGIPGAS I IVSGVIGTGATLTETVI FAFYPGMGKML IDSVKRASNNNAMVVGLVF I FTCAVLTS I FSYLL IVGD
NTDB id 405045 GOM46 RS01370 WP 178895474.1 SEKEISNKHIFKNAMVPLVSGIPGSIIGVIGGATLTETVFAFPGMGKMLIDSVKASNNNMVVGLVFIFTCVSIFSYLIGD 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGD 479
NTDB id 325 STU RS16125 WP 002946410.1 SEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD 479
NTDB id 293 STER RS06925 WP 011681416.1 SEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD 479
consensus !!*!!!!!!! !!!!!*!!!!!!*!!**!!*!!!!!!!*!!*!!!!!!!!!!!*!!!!*!!!!!!!!!!***!!!*!*!!



logo IWLMTMI IDPR IKLTESKGGK
NTDB id 405045 GOM46 RS01370 WP 178895474.1 IWMTIIDPRIKLTEKGGK 498
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILMTMIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 ILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 ILMTIIDPRIKLTSKGGK 497
consensus !*!!*!!!!!!!!*!!!!
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