
logo MNKKTRQATL IGLL IVFLLLLTSATGSYYIKKQMQPASSANPNTSPQKTQNVLTSQKSKQSASDETAPSQEALAESVLTDSAVKKSQIKGTS ILEWNGASGAFVIV
NTDB id 405043 GOM46 RS01350 WP 006150172.1 MNKKTRQALIGLLIFLLLTAGSYYIKKMQASNNTPQTQVTQKSQSSDTPSQELAESVLTDSVKKQIKGTIEWNGAGAFVV 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
consensus !!!!!!!*!!!!!**!!!**!!!!!!*!****!*!*!***!!*!*!**!!!*!!!!!!!!*!!*!!!!**!!!!*!!!*!

logo NGNKTNLDAKVSSKPYADNKTKTVGGKETVPTVANALMLSKATRQYKDNREKETGNGSTSWTPAPGWHQVKNLKGSYNTHAVDRGH
NTDB id 405043 GOM46 RS01350 WP 006150172.1 NGNKTNLDAKVSSKPYADNKTKTVGGETVPTVANALMSKATRQYKDREETGNGSTSWTPAGWHQVKNLKGSYNHAVDRGH 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 221 SPD RS09380 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 187 SPR RS08930 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 152 SP RS09870 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!*!*!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!

logo LLGYAL IGGLDGFDASTSNPKNIAVQTAWANQARQAEDYSTGQNYYEGSLKVRKALDKQNKRVRYRVTLLYYATSENEDLVPSASQI E
NTDB id 405043 GOM46 RS01350 WP 006150172.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQARAEDSTGQNYYEGLVRKALDKNKRVRYRVTLLYATEEDLVPSASQIE 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 221 SPD RS09380 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 187 SPR RS08930 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 152 SP RS09870 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!**!!!!!!*!!!!!!!!!!*!!**!!!!!!!!!!!

logo AKSSDGELEFNVVL IVPNVQKGI
L
R
QLDYRTGEVTVTKQD

NTDB id 405043 GOM46 RS01350 WP 006150172.1 AKSSDGELEFNVVIPNVQKGIRLDYRTGEVTVTKD 275
NTDB id 262 KZH43 RS08770 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 221 SPD RS09380 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 187 SPR RS08930 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 152 SP RS09870 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
consensus !!!!!!!!!!!!**!!!!!!**!!!!!!!!!!!*
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