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NTDB id 378 SMU RS02690 WP 002263569.1 TREE EKYFRDQIAKYKEMQS 452
NTDB id 85 BSU 00860 NP 387967.1 QS QEREKIVASHRDTHQRLREQVEDTKKSWKIEK QGQENSE\MNV DRI A M VIilE] S WENEAR:AY S8 A[fFREE D 509
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NTDB id 287 SP RS11210 WP 001109712.1 513
NTDB id 377 SMU RS09275 WP 002262344.1 516
NTDB id 297 STER RS00545 WP 011680614.1 519
NTDB id 329 STU RS10020 WP 011225298.1 519
consensus | % * %k k *  kk * k% ok k  kokkk  kokk  kokokokokok | * % % % %k % k | |
el AN s LT NTELAABAOE ) 3 AR A
NV =SV, RX b/\wlw ' Y Vs
NTDB id 378 SMU RS02690 WP 002263569.1 532
NTDB id 85 BSU 00860 NP 387967.1 IREDMSEYMEKH IWSRLNG 589
NTDB id 610 V4AT04 RS10165 WP 012897346.1 SRATRRIMISG R RP GSFMFLGPTGVGKTELAKALA B F[eSEDR IRWYDMSE MEKIs| gySRLENGA 598
NTDB id 405032 GOM46 RS00830 WP 235083678.1 593
NTDB id 290 KZH43 RS10025 WP 001109677.1 593
NTDB id 289 SPD RS10700 WP 001109677.1 593
NTDB id 287 SP RS11210 WP 001109712.1 593
NTDB id 377 SMU RS09275 WP 002262344.1 596
NTDB id 297 STER RS00545 WP 011680614.1 599
NTDB id 329 STU RS10020 WP 011225298.1 599
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NTDB id 378 SMU RS02690 WP 002263569.1 PPGYVGYEE G LTEKVRMYPYS LIRDEVEKAHPD i8] IJLQVLDDGHL TD[ENGRINVEIFIY TIIIMTSNEIGHNE) SUN 610
NTDB id 85 BSU 00860 NP 387967.1 669
NTDB id 610 V4T04 RS10165 WP 012897346.1 678

JUNND) e I IO STOIC A e 0 U LTI SISO TO LS O I ) S T YO LS K [ Y4 S I R P P G Y VG YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQ LDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673

NTDB id 290 KZH43 RS10025 WP 001109677.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 289 SPD RS10700 WP 001109677.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 287 SP RS11210 WP 001109712.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 377 SMU RS09275 WP 002262344.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFN LLQVLDDGVLTDS GRKVDFSNTIIIMTSNLGATALRDDK 676
NTDB id 297 STER RS00545 WP 011680614.1 PPGYVGY EGGELTEKVRNKPYSVLLFDE EKAHPDIFN LLQVLDDGVLTDS GRKVDFSNTIIIMTSNLGATALRDDK 679
NTDB id 329 STU RS10020 WP 011225298.1 PPGYVGY EGGELTEKVRNKPYSVLLFDE EKAHPDIFNVLLQVLDDGVLTDS GRKVDFSNTIIIMTSNLGATALRDDK 679
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NTDB id 378 SMU RS02690 WP 002263569.1 685
NTDB id 85 BSU 00860 NP 387967.1 749
NTDB id 610 V4T04 RS10165 WP 012897346.1 758
NTDB id 405032 GOM46 RS00830 WP 235083678.1 753
NTDB id 290 KZH43 RS10025 WP 001109677.1 IIEELKKAYRPEFINRIDEKVVFHSLSS 753
NTDB id 289 SPD RS10700 WP 001109677.1 BNEELKKAYRPEFINRIDEKVVFHSLSS 753
NTDB id 287 SP RS11210 WP 001109712.1 IWEELKKAYRPEFINRIDEKVVFHSLSS 753
NTDB id 377 SMU RS09275 WP 002262344.1 EELKK[JYRPEFINRIDEKVVFHL[EN 756
NTDB id 297 STER RS00545 WP 011680614.1 EELKK YRPEFINRIDEKVVFHSL|J3 IVKIMVKPLI 759
NTDB id 329 STU RS10020 WP 011225298.1 EELKK YRPEFINRIDEKVVFHSL|®3X IVKIMVKPLT 759
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NTDB id 378 SMU RS02690 WP 002263569.1 753
NTDB id 85 BSU 00860 NP 387967.1 AlNAGDMEN G ARPLRRI 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 L AAYG DPEMGARPLR MLQIMEVEDML E[LLH] 816
NTDB id 405032 GOM46 RS00830 WP 235083678.1 |RWAQK[ENEMSHIIC 08NN NNNANNASNNGW IANHNT 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 LLAMNGYDPEMGARPLRRTLQTEVEDKLAELLLY 810
NTDB id 289 SPD RS10700 WP 001109677.1 LLANMNGYDPEMGARPLRRTLQTEVEDKLAELLL)Y 810
NTDB id 287 SP RS11210 WP 001109712.1 LLAMMNGYDPEMGARPLRRTLQTEVEDKLAELLLIY 810
NTDB id 377 SMU RS09275 WP 002262344.1 3IL A)JWAGYDE\EMGARPLRRTLQTEVEDKLAEL LK 813
NTDB id 297 STER RS00545 WP 011680614.1 ILAVIGYDMEMGARPLRRT QT VEDKL ELLL{E 816
NTDB id 329 STU RS10020 WP 011225298.1 ILAJGYDINEMGARPLRRT QT VEDKL ELLL[& 816
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