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NTDB id 615 LCA RS02545 WP 011374200.1 .MGQQVIACGRQFTAAQLADTQN.....NNYSLPQIKRRPAFLRVKHRLVCQRCQQV.VPPQTCLPDGRHYCAQCLLFGR 73
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENKL.IKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELGR 79
NTDB id 405029 GOM46 RS00170 WP 235083607.1 .MKINPNYLGRLFTEDELSME.........EHQLAVKLPS.MRKEKGKLVCQRCDSV.IQEEWLLPIDAYYCRECLLMKR 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLAEKLPA.MRKEKGKLFCQRCNST.ILEEWYLPIGAYYCRECLLMKR 68
NTDB id 236 SPD RS10765 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLAEKLPA.MRKEKGKLFCQRCNST.ILEEWYLPIGAYYCRECLLMKR 68
NTDB id 202 SPR RS10250 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLAEKLPA.MRKEKGKLFCQRCNST.ILEEWYLPIGAYYCRECLLMKR 68
NTDB id 167 SP RS11275 WP 000867616.1 .MKVNLDYLGRLFTENELTEE.........ERQLAEKLPA.MRKEKGKLFCQRCNST.ILEEWYLPIGAYYCRECLLMKR 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 .MKVNPNYLGRLFTENELTEE.........ERQLAEKLPA.MRKEKGKLFCQRCNST.ILEEWYLPIGTYYCRECLLMKR 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .MKVNPNYLGRLFTENELTKE.........ERQLAEKLPA.MRKEKGKLFCQRCDSA.ILDEWYLPIGAYYCRECLLMKR 68
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NTDB id 615 LCA RS02545 WP 011374200.1 LVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCL 153
NTDB id 593 KW2 RS05130 WP 021037147.1 VRSDEYFYHLPQQDFPEK..TYLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGL 157
NTDB id 405029 GOM46 RS00170 WP 235083607.1 VRSDQGLYYFPQEEFPKQ..EVLKWQGQLTPFQEKVSKGLLKAVESQQPTLVHAVTGAGKTEMIYEVVAKVINDGGAVCL 146
NTDB id 277 KZH43 RS10090 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 236 SPD RS10765 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 202 SPR RS10250 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 167 SP RS11275 WP 000867616.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 507 SM12261 RS09240 WP 000867722.1 VRSDQSLYYFPQEDFPKQ..DVLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VRSDQVLYYFPQEDFAKQ..DILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
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NTDB id 615 LCA RS02545 WP 011374200.1 AAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQ 233
NTDB id 593 KW2 RS05130 WP 021037147.1 ASPRIDVCIELHQRLSRDFTCQI.PLLYHE.GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALEN 235
NTDB id 405029 GOM46 RS00170 WP 235083607.1 ASPRIDVCLELYKRLQNDFACKI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNKMLYKAVKN 224
NTDB id 277 KZH43 RS10090 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 236 SPD RS10765 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 202 SPR RS10250 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 167 SP RS11275 WP 000867616.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 507 SM12261 RS09240 WP 000867722.1 ASPRIDVCLELYKRLQKDFACEI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 535 SMSK321 RS10515 WP 000867726.1 ASPRIDVCLELYKRLQDDFACEI.SLLYGE.SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
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NTDB id 615 LCA RS02545 WP 011374200.1 ACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQI 312
NTDB id 593 KW2 RS05130 WP 021037147.1 AKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.............FIEQRKTGFPL 302
NTDB id 405029 GOM46 RS00170 WP 235083607.1 CVKENGLSIFLTATSTDELDKKVRLGELKRLSLPRRFHGNPLIIPKPVWLSELDNYLDKHRLPPKLKSYIEKQRKSGYPL 304
NTDB id 277 KZH43 RS10090 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 236 SPD RS10765 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 202 SPR RS10250 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 167 SP RS11275 WP 000867616.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 507 SM12261 RS09240 WP 000867722.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYPL 304
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYPL 304
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NTDB id 615 LCA RS02545 WP 011374200.1 LLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNE 392
NTDB id 593 KW2 RS05130 WP 021037147.1 LIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTK 382
NTDB id 405029 GOM46 RS00170 WP 235083607.1 LIFASEIKKGEKLKEILQLQFPNEKIGFVSSVTEDRLEQVQAFRDRELTILISTTILERGVTFPCVDVMVVEANHRLFTK 384
NTDB id 277 KZH43 RS10090 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 236 SPD RS10765 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 202 SPR RS10250 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 167 SP RS11275 WP 000867616.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 507 SM12261 RS09240 WP 000867722.1 LIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
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NTDB id 615 LCA RS02545 WP 011374200.1 AVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 SALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 405029 GOM46 RS00170 WP 235083607.1 SSLIQIGGRVGRSMDRPTGDLIFFHNGLNRSIKNAIKEIKLMNKEAGL..... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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