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NTDB id 615 LCA RS02545 WP 011374200.1 73
NTDB id 593 KW2 RS05130 WP 021037147.1 79
NTDB id 405029 GOM46 RS00170 WP 235083607.1 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 . . 68
NTDB id 236 SPD RS10765 WP 000867601.1 . . NILEEWYLPIGAYYCRECLLMKR 68
NTDB id 202 SPR RS10250 WP 000867601.1 . . NILEEWYLPIGAYYCRECLLMKR 68
NTDB id 167 SP RS11275 WP 000867616.1 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 68
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NTDB id 615 LCA RS02545 WP 011374200.1 153
NTDB id 593 KW2 RS05130 WP 021037147.1 157
NTDB id 405029 GOM46 RS00170 WP 235083607.1 .. Q 0)Q 146
NTDB id 277 KZH43 RS10090 WP 000867601.1 MMDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 236 SPD RS10765 WP 000867601.1 MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 202 SPR RS10250 WP 000867601.1 MNDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 167 SP RS11275 WP 000867616.1 . DVLKWRGQLTPFQEKVSEGLLQVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 507 SM12261 RS09240 WP 000867722.1 146
NTDB id 535 SMSK321 RS10515 WP 000867726.1 . 146
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NTDB id 615 LCA RS02545 WP 011374200.1 A PR MVCLELY|qRLOLVAFLYNSERIT, HGER EPYR®TNILV [®TTHQLLKFYRBIAFDEy IVDEVDAFP VDNPYLEWNA VX 233
NTDB id 593 KW2 RS05130 WP 021037147.1 ASPRIDVC ELBRLEBIDF C[e]IR .G YFR PLVVMIT HQLL F AFDLLI DEVDAFP mDN 235
NTDB id 405029 GOM46 RS00170 WP 235083607 .1 LI NEIATACHN M EE:AN0) DFCI NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNJQMLY AVKN 224
NTDB id 277 KZH43 RS10090 WP 000867601.1 ASPRIDVCLELYKRLQ DF C[¢IP NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 236 SPD RS10765 WP 000867601.1 ASPRIDVCLELYKRLQ DF C[¢IR NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224

NTDB id 202 SPR RS10250 WP 000867601.1 ASPRIDVCLELYKRLQ DF Cl4IB
NTDB id 167 SP RS11275 WP 000867616.1 ASPRIDVCLELYKRLQ DF Cl4IBE
NTDB id 507 SM12261 RS09240 WP 000867722.1 ASPRIDVCLELYKRLQSDEFECIAT B
NTDB id 535 SMSK321 RS10515 WP 000867726.1 ASPRIDVCLELYKRLQDFECIATR

NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
ASEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
BSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
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NTDB id 615 LCA RS02545 WP 011374200.1 TVSEIRLEASN:EHLIMPEIZQRHVAF RAQ.K.G.PK.ERDC.TYL.TQQ 312
NTDB id 593 KW2 RS05130 WP 021037147.1 Q Y 302
NTDB id 405029 GOM46 RS00170 WP 235083607.1 WLS @ lYLDKRLPKLKSYIEKQRK 304
NTDB id 277 KZH43 RS10090 WP 000867601.1 WLSDFNRYLDKINRLSPKLKSYIEKQRKT 304
NTDB id 236 SPD RS10765 WP 000867601.1 WLSDFNRYLDKINRLSPKLKSYIEKQRKT 304
NTDB id 202 SPR RS10250 WP 000867601.1 WLSDFNRYLDKINRLSPKLKSYIEKQRKT 304
NTDB id 167 SP RS11275 WP 000867616.1 WLSDFNRYLDKINRLSPKLKSYIEKQRKT 304
NTDB id 507 SM12261 RS09240 WP 000867722.1 WLSDFN lL KSRLSPKLKSYIEKQRKT 304
NTDB id 535 SMSK321 RS10515 WP 000867726.1 WLSDFNRYL KIQMLSPKLKSYIEKQRKT 304
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|

e gt S EREAETILET LR TN

LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK|
LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK

LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK|
LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK|

e ol ok | % * r NN L | L

S5 QG RRS ORPT DL IAE 9. Meghet

445
430
432
432
432
432
432
432
432

X non conserved
B similar
>50% conserved

392
382
384
384
384
384
384
384
384



