logo

NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 404995 GOM47 RS06010 WP 235080178.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 404995 GOM47 RS06010 WP 235080178.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 404995 GOM47 RS06010 WP 235080178.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 404995 GOM47 RS06010 WP 235080178.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 404995 GOM47 RS06010 WP 235080178.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

ATADESI R L5 T PSS I CLARATEE M

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR;

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
YN N e N R I R I e I e I Y R R I ey e * PE

NSV EHOFTO < EL 0K Ll et L E Sy

ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN

ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVEFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN

! I Do 0 D kokor ook Dok Dok Dok | okopokok | L D NN T

ATt AU Ak LSRR s KR AR

Q
KYAAVLINTSQLEQESQRHEBILIVVVMASFW LSL AS YLARVSV PLLESMQKQ{SFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE

IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQONRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE]

IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
1o NN Xk ok kx| ] Phskr sk b sk D D) ETEE Plsk b0l

O T A

LFRKPEATI|MDEISESTIASSLEEVRNMREILTEWLLNLARRDDGIKPE E [MgUFF BTFIWNYEMIAREN[Y 18 pgiN
TLFRKPEATIM FSESIASSLEEVRNMRFLTTWLLNLARRDDGIKPE AEVRJNFF{TTFIANYEMIASEN RVF ENR
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI

TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFENTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFENTTFTNYEMIASENNRVFRFENRI

AT T AT TR AR

Q
TDQLLLKQLMTILFDNA KYTEEDGEI F [sATDREILYLJV DNGIGISEWADKKKIFDRFYRVDKARTRQKGGF
HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF

HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVITDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF

HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
K D kkk || [ Db Dskrskokok o DD Dok bk bk DL be b b bske LDt

157
160
160
160
160
160

237
240
240
240
240
240

317
320
320
320
320
320

397
400
400
400
400
400



LA
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NTDB id 259 KZH43 RS03480 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKR 444
NTDB id 218 SPD RS03780 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKR 444
NTDB id 184 SPR RS03565 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKR 444
NTDB id 148 SP RS03910 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKR 444
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