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L
N
QRHTEHI
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E
NEKDYTWDLSTTI FYAPTDAQADWEETAELYEKDSLTTVEQDKLVKQKTAASAQYAEGHLLDSADKNSLLEGAITEFLSYLMDSLEMRQRLVEKI

LYVYAHSMKND
NTDB id 404993 GOM47 RS05880 WP 235080157.1 MVLQRHEINEKDTWDLSTIYPTDQAWEEALKDLTEKVQTAAQYEGHLLDSADSLLEITEFSLDLERQVEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *!*** !! !!!!*!!**!! !! * ! ! !!!!!!! !! !! * ! ! *!!*!!!!*!!!!

logo QDTRTEVAGKLYQEYQYAKAMSNTLYSQLESEQAFASFYFYEPEFMAE I
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E
E
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L
YAAEFKLEAQEQPGKLGQLVYDKHFYFDEKRLLAQKNKDHVLSQERAEEELLAAGA

NTDB id 404993 GOM47 RS05880 WP 235080157.1 QDTREAKYQEYYAKAMTLYSQLEQAFSFYEPEFMEISEEQYAAFLEAQPKLQVYKHFFDKLLQKKDHVLSQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! * !!!! !!! !!!!! !! **!!!!! * * ! ! ! ! ! *! !*!**!! !!!!!!! !!!!!*!

logo GDE I FGNAGAPSTDE I
TFANI

VLDNADI LSFPW
YVLSDDGEQGDKEVVEQLSTHGNTFYIRTLMESKDNRDE I

VRKRGAYEALMYAGTYEQFQHTYAKQTLQGTNVVKVHQ
NTDB id 404993 GOM47 RS05880 WP 235080157.1 GEIFGAASEIFAILDNADISFPYVLDDEGKEVQLSHGTYIRLMESKNREVRRGAYEALYATYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! **** ! *!!!!!! !!*! ! ! ! !*!! *! !!!!! !**!*!!!!!*!*!!!!!!!!!! !!! !!!*

logo NYQRAKVRHNYKNSARHAALAANF IVPESVYDNSLLVAEASVNRKHLPLLHRYLDNLRKSKI
VLGI
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D
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D
ELKMYDVYTPLSESTVETYASFLTYEEASLK

NTDB id 404993 GOM47 RS05880 WP 235080157.1 NYRAKVRNYKSARHAALAANFVPESVYDNLVAAVRKHLPLLHRYLNLRSKILGISDLKMYDVYTPLSSVEYSFTYEEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*! !!!!!!!!!!!*!!!!!! !* ! !!!!!!!!!! !! !*!!* *!!!!!!!!!!! ! !!!! !!

logo KAEEAVLAI
V
F
LGEDEYLSKSGRVHKARAFSTERWIDVHYEPNKQGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 404993 GOM47 RS05880 WP 235080157.1 KAEEALAVLGEDYLSRVKRAFSERWIDVYENQGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!! !!* !!*! !* !!*!!!!!!**! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLEKEVEKDDAKI
TRFAI LNHNFYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI

VLTASDF
NTDB id 404993 GOM47 RS05880 WP 235080157.1 QPYVYGDYSIFLAEIASTTNENILTEKLLEEVEDDAIRFAILNNFLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSDF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!**!!!!*!!!!!!!!!!!!!!!!! !! ! *!! !!

logo

L
MNKLYADLNEQEKYYGNLKSAKEDNPYEQIQFYEWAER IPHFYMYNYYVYQYASTGFASAASAYLAEKIVHGSTEQEDKRDEARYI

L
D
TYLKAGKSSDYPL

NTDB id 404993 GOM47 RS05880 WP 235080157.1 LNKLYADLNQEYYGLSKEDNPQIQYEWARIPHFYYNYYVYQYSTGFSAASALAEKIVHGSQEDRDRYIDYLKAGKSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!!!!!!!! !! ! !!!* !!*!! !!!!!! !!!!!!! !!! !!! !!!!!!!!* !!** !* !!!!! !!!!!
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E
NVI

M
K
RKAGVDMETKNETDYLDNADAFAKVFEDRRLNVEFLEALVEKGLGVHLALS

NTDB id 404993 GOM47 RS05880 WP 235080157.1 NVMRKAGVDMEKEDYLNDAFAVFERRLNEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !**!!!!!! !!! !! !!! !! ! !!!!!! * *

X non conserved
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X ≥ 50% conserved


