logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

404966 GOM47 RS00930 WP 235080781.1

275
234
200
165
505
533

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

404966 GOM47 RS00930 WP 235080781.1

275
234
200
165
505
533

consensus

KZH43 RS09240 WP 000250534.1
SPD RS09870 WP 000250534.1

SPR RS09405 WP 000250534.1

SP RS10355 WP 000250534.1
SM12261 RS00970 WP 000250509.1
SMSK321 RS09215 WP 000250512.1

KZH43 RS09240 WP 000250534.1
SPD RS09870 WP 000250534.1

SPR RS09405 WP 000250534.1

SP RS10355 WP 000250534.1
SM12261 RS00970 WP 000250509.1
SMSK321 RS09215 WP 000250512.1

I oL

LR

wi(E

LADLDENHAE

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN|
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN|
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN

T

I — ]EQNQL\/RFEFQFQK{EREWR\/EKEKS .,

R YMKQDGK IAIGKSKS DFRKT BGRGYQPMVYGLKSINNITE NQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
R YMKQDGK IAIGKSKSDDFRKT ABJGRGYQPMVYGLKSIANITE NQ VRF FQFQKGLEREFIYRVEKIKS 153

R YMKQDGKDI IGK|BKSDDFRKT ABJGRGYQPMVYGLKSIANITEDNQLVRF FQFQKGLEREFIYRVEKEKS 153
Prrstd

X non conserved
B similar
> 50% conserved



