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MNKKTRQINLIGLL WLLL MGSYYIKQMMIMEIN PKTId SQKKQASEAPSQRLAESVLT VKNQ
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MNKKTRQTLIGLLVLLLLSTGSYYIKQOMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV|
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV
PEEE U s b s D bk L L LD Do bl bk DL LD sk DL bk b b DD bk DL LD b b DL

TSV SET T AR L3 T

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
P b b e be DO e DL bbb DL bbbttt

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
PELL bbb bbb bbbt bbbt bbbt

MO ORT £V

AKSSDGELEFNVL PNVQKG QLDYRTG VTVT 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT Qg
N

X non conserved
B similar
>50% conserved
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160
160
160
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