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NTDB id 404929 GOM48 RSO07050 WP 143989834.1 N YL TEVAQ KSR Y NG . (CATASIADNYLIIZISNERINIL NVNNGGMLQNLGLEPGEVIUDKEAK AJAG®D THTQ 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNV.W PDYQDPSTYLDIFKTTSSENTKWFMGYDDPNNAAAAQVGLKDYDALL SAASET 558
NTDB id 324 STU RS16140 WP 011226306.1 ENlTLNAANAAAEDWDISNV WAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNBVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
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: TR TASAGA LEUORLYL ACVEN AR aBLT AL ORNGS ATV VBRI |
NTDB id 404929 GOM48 RSO07050 WP 143989834.1 PAK YA WMQAWLNYDS ' LYAT PRAARSIRG - JyPR] 13 WP F Q Q 633
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNEBRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSDYKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAP.ISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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NTDB id 404929 GOM48 RS07050 WP 143989834.1 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKRISNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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