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NTDB id 404907 GOM48 RS01885 WP 235098015.1 |JESIGNQUMRNNEANGRIRAEICPLPESS . SS. SQHGNSGTDTTPSQSNNQGSNPTTDSSDGGRTSSNERN. . . .. 627

NTDB id 146 SP RS08570 WP 000614538.1 PRAGEKVDLNKTRVK IS T YK P KT TS A T D | 659
NTDB id 216 SPD RS08205 WP 000614552.1 PRAGEKVDLNKTRVK IS IYKP KT T S A T P 659
NTDB id 182 SPR RS07820 WP 000614552.1 PRAGEKVDLNKTRVK IS T YK P KT TS A T D O 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 PRAGEKVDLNKTRVK IS IYKP KT T S A T P 659
NTDB id 384 SMU RS02325 WP 002263039.1 BVST HSGSSSSESSNSEGTT........ SSEASTDSSSSATTT....SH.... 616
NTDB id 467 HSISS4 RS06915 WP 021143821.1 . SLQSSSSSTTHSSST. . ........ SSSTDSTTSSTETSTEATHTELQ 624
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