
logo MKSKSKLWFLALAGVTALLASGAVTGATVLAACSGSSKGSNSSAKTGSEGKTTFYSGYI
VYENSTSDPDENSTLNDYLITTSGNKTAGAPTAKDTSAIVTVSTNVGI

VDGLLMENADRKYGNFLVPS
NTDB id 404904 GOM48 RS01475 WP 235097910.1 MKSSKLFALAGVTLLAATTLAACSGSGSSAKGEKTFSYIYETDPDNLNYLTTGKAATADITSNVIDGLLENDRYGNFVPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS..TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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logo

M
VAEDWSVSQKDGLTYTYTKIRKDGAVIKWYTSDEGEEYADPNVKTAQKDFVTGLKYHAADGKSKSADGAGI

LYLVQEDS IKAGLDSADYVLKSGAETI
NKDFSQNVG

NTDB id 404904 GOM48 RS01475 WP 235097910.1 MAEDWSVSKDGLTYTYTIRKDAKWYTSEGEEYAPVKAQDFVTGLKYAADKKSDGLYLVQESIKGLDAYVKGEIKDFSQVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo

I
VKALIDEDQYTI

LQYTLNKKQPESPFYWNSKTTMYGSVLLASFPVNEEDFLNKSNKGDKDFAGKGSTDPSTS I LYNGPFLLKS ILVTAKSSVI EFLETVKNPEHNYWD
NTDB id 404904 GOM48 RS01475 WP 235097910.1 IKALDDQTIQYTLNKPESFWNSKTTMGVLAPVNEEFLNSKGDDFAKGTDPSSILYNGPFLLKSIVAKSSVEFEKNPNYWD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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logo KDKNVHI
FDKAVIKFLSFYW

YDGQSDTQENDKAPLETVERAGFKTDGSAFYSTNLMFARLVYFPTSASSNYPSAESTVEKAKFYKDNI FVYYTQAQPDGSATSTYSLAVIGTVINLIDRQSYKFYSTSAK
NTDB id 404904 GOM48 RS01475 WP 235097910.1 KDNVHIDKVKLSFWDGQDTNKPTEAFKDGSFTMARLFPTSASYPETEKAFKDNIVYTQQDSTTYLVGTNIDRQSYKYTSK 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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logo

T
KTDAESEKSTSTKKALLNKDFRQSALIANFGAFIDRKTAYAQSQMVINGAKSDGAATKLGLALVRNLFVPPSTDFVQSADGGDKNTFGEDLVKTEKLMVSTSYGDEWKSDGV

NTDB id 404904 GOM48 RS01475 WP 235097910.1 TTDEEKTSTKKALLNKDFRQALAFGFDRTAYASQVNGASGATKLLRNLFVPPTFVQADGKNFGELVKEKLVTYGDEWKDV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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logo NFLTADAGSQDGLYNADEKAKATEFAKAKETDTALQAEDGVKQFP IHLDMLPVNDQTSNSTKI
T
L
K
NVQARQAVQSFLKQSTLI EAQKTSLGSDENVVVIDVIQNQLQSKSDDI

V
L

NTDB id 404904 GOM48 RS01475 WP 235097910.1 NLADAQDGLYNADKAKAEFAKAKTALQAEGVKFPIHLDMPVDQTNTTKVQRVQSFKQSLEATLGSENVVVDIQQLQKDDV 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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logo

L
Q
ENI

V
ATYLFNAEATNAAGAEDWDI SDNGNSVAIGWGSAPDFYAQDPSTYLDI IFKPTSTVSGSENTKATYFLMGFYDSDGPTNNAAAKAQVGLEKDYEDKAMLVLDVNESAGAESEVTTS

NTDB id 404904 GOM48 RS01475 WP 235097910.1 LNITYFAETAAGEDWDISDNVGWSPDFADPSTYLDIIKPSVGENTKTYLGFDSGTNNAAAKQVGLEDYEKMVVEAGEEVS 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDP.NNAAAAQVGLKDYDALLDSAASETT 557
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETS 557
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETS 557
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logo DVLSNAKVRYEDKRYAAQAQAWLTEDSASL IV IPTLTSVKGTNGARAPAMVLI SKRMLVTPFTLGPAFSAMLYQSVGNDKGNTSSEASNLDLYFYIKYLVDKVPQDEKAVVTAKDKEYQEKQASQRDEK
NTDB id 404904 GOM48 RS01475 WP 235097910.1 DVSKRYEKYAAAQAWLTDSALIIPTTSKTG.RPMLSKMVPFTLPFAYSGNKGTSEALLYKYLDVQDKAVTADEYQKAQDK 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS..SDYFKYVKPQEKVVTKKEYEQSREK 635
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREK 636
NTDB id 292 STER RS06940 WP 011681419.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREK 636
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logo WMLKEKEKAESNKEKAQEKDLAEKHVK
NTDB id 404904 GOM48 RS01475 WP 235097910.1 WMKEKEESNKKAQEDLAKHVK 660
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 WLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 WLKEKKESNEKAQKDLEKHVK 657
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