
logo MI
LNRAVVLTVGRLTKRDPVEDLRYTPQSNSGTAAVAGSTFTSMLAVDNRTQFTNAQNQSGDEREADF INCVTIWRRKQSAENVFANFLTVHKKGSLAVGI

VDGR I
LQTRNYENAQ

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 40489 LBUC RS00060 WP 013726868.1 MLNRAVLTGRLTRDVDLRYTQSGTAVGSFSLAVDRQFTNQQGEREADFINCVIWRKSAENFANFVHKGSLVGIDGRIQTRNYENA 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
consensus !*!!*!!*!!!!*!**!!!! *!*!!**!**!!*!*!!!**!*!!!!!!!!!*!!**!!!*!!!**!!!!*!*!!!*!!!!!!!*

logo QGQRVFYVTEVQVAVDESNVFAQSFLLESPKRNSTAGTGRTEGNNQSGRSNQSGDGQGQNGNAYNPEQGQNNSGAGNAGSNQNPYFDGNGNSGHNQSNSANGSTGQNQSGNQSNDNNGPGFGNTGNSNPTQQNNTGGNGNQRNAGRPNANQAGNSNFNTNPQADND
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSGG....YNEGNSGGGQYFGGG..........QNDNPFGGNQN..NQRRNQGNSFNDD 154
NTDB id 40489 LBUC RS00060 WP 013726868.1 QGQRVYVTEVVVENFALLEPRSARNNSNGQQNGNAPQQNNGNANPFDNHSNAGTGNSGNSNNNGGNNPTNNGGNNGNNGNNNPND 170
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDG..........ASQNFNSNQSNGSQQSG......FTSPQQT..GNAPAANNTQAD 152
consensus !!!!!*!!!!***** *!!**** * *! * **** ! ** *** * * * *** ******!* * !

logo PFANDNSGDKQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 40489 LBUC RS00060 WP 013726868.1 PFANSGDSIDISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
consensus !!!! ! !!!!!!!!!!
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