
logo MI
TESTGFKRYS I LASGSSTGNCSFYLETPKQKRI

LL IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLMARKYGHLD
NTDB id 404852 GE024 RS02815 WP 003047202.1 MIESGFKYSILASGSTGNCFYLETPKKRLLIDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGVMARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !*!!*!!!!!!!!*!!*!!!!!! !!*!!!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!!*!!!!*!!

logo VYANAEAKTWQALMDERGNMI
LGKI

LDAVSQKHI FDQLRDGKMTI
LTFGDI

VDI ESFGVSHDAAVDQPQFYR I
LMKDGNKSFVI

MLTDTGYVSDRMATDG
NTDB id 404852 GE024 RS02815 WP 003047202.1 VYANEKTWQLMDERNMLGKLDASQKHIFQRDKMLTFGDVDIESFGVSHDAVDPQFYRIMKDNKSFVMLTDTGYVSDRMTG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus !!!! !!! !!** !*!!*! !!!!!! ! *!!!!*!!!!!!!!!!! !!!!!*!!! !!!!*!!!!!!!!!!!

logo

I
L I ENADGYL I ESNHDI E I LRSGI

SYPWSLKQR I LSDKLGHLSNDEDGAEGATMI
VRSTLGHNKTKKIYLGHLSKENNI

VKELAHMTMKVN
NTDB id 404852 GE024 RS02815 WP 003047202.1 IIENADGYLIESNHDIEILRSGSYPWSLKQRILSDLGHLSNEDGAGAMIRSLGHKTKKIYLGHLSKENNIKELAHMTMVN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!*!!! !*!*!!*!!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLAMMQADLAGVDGHTDFKTI

V
H
YDTSPDTACLPLATDKI

NTDB id 404852 GE024 RS02815 WP 003047202.1 QLAMADLGVGTDFTVHDTSPDTACPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!*! *!! **!!!!!!!*!! !

X non conserved

X similar

X ≥ 50% conserved


