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NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80

NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
consensus
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NTDB id 404841 GE024 RS01875 WP 003046676.1 K DSVTTTNKAIY Q 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus
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NTDB id 404841 GE024 RS01875 WP 003046676.1 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 239
NTDB id 293 STER RS06925 WP 011681416.1 239
NTDB id 325 STU RS16125 WP 002946410.1 239
consensus
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N KSL Kb I'N HRVEV 1 \; VoLl bV FVIA
NTDB id 404841 GE024 RS01875 WP 003046676.1 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 318
NTDB id 293 STER RS06925 WP 011681416.1 318
NTDB id 325 STU RS16125 WP 002946410.1 318
consensus
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NTDB id 404841 GE024 RS01875 WP 003046676.1 THiGEAEAESTVEE:FEE NGNS SE-ES T Q 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGIEEEE
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGCEEEE
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRPARAKG 398
consensus
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Skl YROIL ITT v IRSANS 1 VUET T L
NTDB id 404841 GE024 RS01875 WP 003046676.1 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 478
NTDB id 293 STER RS06925 WP 011681416.1 478
NTDB id 325 STU RS16125 WP 002946410.1 478
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NTDB id 404841 GE024 RS01875 WP 003046676.1 |DENA|VNSENENIZN:NNGH

NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus
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X non conserved
B similar
i >50% conserved
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