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NTDB id 404837 GE024 RS01435 WP 093999088.1 MLGIITFIIIFGILVIVHEFGHFYFAKKSGILVREFAIGMGPKIFSHVDQEGTLYTLRILPLGGYVRMAGWGDDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!!!**!!***!**!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!****!!*!!*!!!!!!!!!!!!!!!*!*!!!!!

logo GTSPASLTLNGEKQDGLKVKRR INLSQDSRKQI
VDPQTSALPMNVTSAYDLEDKLSTITGLVLDGAETKTYAEVDHDATIVEEDGTE I

LR IAPLKDVQY
NTDB id 404837 GE024 RS01435 WP 093999088.1 GTPASLTLNEQGLVKRINLSQSKIDPTSLPMNVTSYDLEDKLSITGLVLDATKTYAVDHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!*!*!!!!!****!*!*!!!!!!*!!!!!!!*!!!!!!**!!!!*!!!!!!!!!!!!!!*!!!!*!!!!
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NTDB id 404837 GE024 RS01435 WP 093999088.1 QNASIGGRLITNFAGPMNNFILGIVVFILLVFLQGGMPDFNSNHVRVQENGAAAKAGLRDNDQILKINNHKVNDWTDLTK 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!*!!!!!!!!!!!!!!!!!**!!!*!*!*!!!**!***!***!***!!!***!!***!*!**!!**!!*!!**!**

logo AVLERTETNSTKQEKLFGSPKSGEDTSVLKSVTYVKSRSGNDGTQI
E
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ETAIAS IVKPQEKQSGQKGQSYAFLGVKSAPRVLKTGFLVKDKLI LFGGLFAQLMAWNEGAFTTAI LNAATLKGL ITAN

NTDB id 404837 GE024 RS01435 WP 093999088.1 AVETTSKELGPSETVKVTYKS.GDTIKTAAIKPQKQGKQYALGVKARLKTGFVDKLLGGLALAWNGAFTILNALKGLITA 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !***************!!*!*******!***!!!*****!*!!!***!!!!**!!**!!***!!*!!**!!**!!!!!!*

logo FSLNKLGGPVAMYFQLMSNAQAASQENSGLDI SVI LSDLMAGMLS INLGI FNL IP IPALDGGKI LVMNI I EA IRRKPLKNQETI ETSYITLVAGV
NTDB id 404837 GE024 RS01435 WP 093999088.1 FSLNKLGGPVAMYQLSNQAAQNGLDSVLSLMAMLSINLGIFNLIPIPALDGGKILMNIIEAIRRKPLKQETETYITLVGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!!*!*!*!!***!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!*!*!!!!*!!

logo AI
VMVVLMIAVTWNDIMRVAFF

NTDB id 404837 GE024 RS01435 WP 093999088.1 AIMVVLMIAVTWNDIMRVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!!!!!!!!!!!!!!*!!
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