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NTDB id 404352 GNG26 RS19540 WP 103177192.1 TDRAIATSIVDAVDETGYLTVSLDDILESIG.DDEIELEEVEAVLKRVQRFDPIGVAARDLRDCLLIQLSQFVKETPWLE 214
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS..PAKP 237
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NTDB id 404352 GNG26 RS19540 WP 103177192.1 EARLIISEHLDLLANHDFRSLMRVTRLKEEILKEAVNLIQSLDPRPGQSIQTSEPEYVIPDVLVRKHNGLWTVELNSDSI 294
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
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NTDB id 404352 GNG26 RS19540 WP 103177192.1 PRLQINQQYASMCTSSRNDSDNQFIRSNLQEARWLIKSLESRNDTLLRVSRCIVEQQQAFFEQGEEFMKPMVLADIAQAV 374
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
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NTDB id 404352 GNG26 RS19540 WP 103177192.1 EMHESTISRVTTQKYLHSPRGIFELKYFFSSHVNTEGGGEASSTAIRALVKKLIAAENPAKPLSDSKLTTMLSEQGIMVA 454
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
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