
logo MKKSLSYEKR IYKQSAQEYLASPTLGKTI
V
E
HYRASLFGGSYSTLATVDDTVFAMVSDEGELYLRACEEQSAPQYCVKHAPPSTVFWLSTLYKVKCRGRPSVLTLN

NTDB id 404341 GNG26 RS07575 WP 156238325.1 MKKLSYERIYQSAEYLSPLGKVHYRALFGGYTLAVDDTVFAMVSEGELYLRACEESAPYCVKHASTFLSLVKRGRPVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!! ! !!! *!! **!! !!! !*! !!!!!!!!!!*!!!!!!!!! !!*!!!!!** *!* !*!!*! !!

logo YYRVDEGSLWQRDNQRELKLLVQRLSKSFYASLDEAALRKREKRSATRNYKTRERLKDLPNLMS
TFHQLEAI ILLGYEAVGIKTDTEVERALRAI LGAEKMQCSWLKR I
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NTDB id 404341 GNG26 RS07575 WP 156238325.1 YYRVDEGLWQDREKLLQLSSFALEAARRERSARYKRERLKDLPNLTFQLEILLYEAGITTEEALRALGAEQSWLKIKALN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!! !! !!* !! * !*!! *!*! ! !!!!!!!!!**!*!! *! ! !! !!! !!! *!!*** !
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VLFAMLEGAI ITG I
LHEVAALPEVAVRRQELAVEWAYDKKSLPTPVEKQTEPFLPTAPAEALDE

NTDB id 404341 GNG26 RS07575 WP 156238325.1 KHLSYKVLFALEGAITGLHVAALPEVRRQELVEWYKKLPVETPLTPAAD 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *** !*!! !!!!! !*! !!!! !!!!! !! !** * ** *

X non conserved

X similar

X ≥ 50% conserved


