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NTDB id 40430 ALIDE2 RS04920 WP 013721532.1 ADTGVKATQHLLADLRRRVKEAKATEPAAVKALLADALADLLRPLEKPLVIGA.HQPTVIMVAGVNGAGKTTSIGKLTRH 197
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 40430 ALIDE2 RS04920 WP 013721532.1 LADHGESVLLAAADTFRAAAREQLGVWATRNTVEIISQEGGDPAAVSFDAVTAGRARGKDVVLVDTAGRLPTQLHLMEEL 277
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NTDB id 40430 ALIDE2 RS04920 WP 013721532.1 KKIKRVVTKADATAPHEVLLVIDGNTGQNALAQVRAFDDALSLTGLIVTKLDGTAKGGVLAAIAQERPVPVYFIGVGEKV 357
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 40430 ALIDE2 RS04920 WP 013721532.1 EDLETFDAREFAQALLA 374
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