logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

404298 GM017 RS21635 WP 024690386 .

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

404298 GMO17 RS21635 WP 024690386 .

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

404298 GM0O17 RS21635 WP 024690386.

1198 PSJM300 03950 AFN76868.1

consensus

&AK FsLEmRE ngfpéAxRéstK EAELS ESEAkéﬁﬁﬁt gQ |$'EK¢EE6§KSiERE e AEW§KV¥QE

)

D WN\IF RQLATM [€AG T VL A ERQTRKF .
MT(EAAZRRARYNL KIRUSIZN HK K A El ﬁ IRMSMT R A\AMERRP M S KISAT A S T Hizey/PIs TN A T{eaa{afsie/N)®

E 

=Y

|
L.
| EMEDERTHARLIEDREMFHAER EPGKG.QAEIRIPALE GPGLK

@Rom T

T T{CAANRARYNL KIRUGBIN HR K A EIVIS SERBA QEi T K S\ASMERRP [ S KEMBHAT A S A Hizeol Ty VBN SR T (eaMsie/ N|#

KAG PL QAF LSRJAF SNHIZKNERYRFPAG IR ATNEIHT GlelV)#
WAG PL QAF LSREF SNHIZKNERYR FPAGINRTA

AGENEGLL
I3 G PLVQAF ey LpgKEIPIRYE 9L CNLV AGEJSSGHL
KAGVPLVQAF FINMALRKMP[NY FDNL Cﬁ GEQSGBEL
KAGVPLVQ F FESJALRKMPBIEDNL CRLV  GEQSGREIL
KAGVPL Q F I FEMSALR[NWPIRYFDINL CNLV AGEQ GEL

KAGVPL Q F T Fi%] LRKISPYFDINLYCNLV ~GEQSGHJL
kD Dk | okokok |k Pokokokokokkkk %k * ok ok ok kokokok | okok kkk ok x| kokok Dokoksk | kx| |

ORI et sV et e oo s

FIN4FGA LPAFTQ
FIQ4FGAELPIYFTQ
I ANNIGAELP|QRTQ
I ANUIGAELPAIRTQ

A YKEKIEI FIQEFGA LPARIT

V FISIFGA LPAFTQ

I FARIFGA LPAFTQ

A YKEK EML FASFGA LPEFTL

A YKEK ERL FANJFGAELPAFT|®
kk Psksksk | Psksk skkok Posksksk Dk D hsk Dokosksk |k kkkkkkkkk D1 kskk * 1 Pl sksk |oskokokok I kkskk kkx

S<<<<<<<<

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 404298 GMO17 RS21635 WP 024690386.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 404298 GMO17 RS21635 WP 024690386.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 404298 GMO17 RS21635 WP 024690386.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

S,QFRgﬁ DRL

el e R AT eTAcAt e
LI‘ RE=LXA Vv S'rS S I 5N I"l 1=
SIKAJATA FSRTLAT F AG P WAL T l@y GN
JIXKA TA FSRTLAT FAAG P I\ LIN TA)@Yy GN
IAR IRFAAGVPLVDEWLDSTAGAEGN
IAR IRFAAGVPLVDYLDSTAGAEGN

MKA

EKAIIARF RTL lTFAAG PLV ALIS.AGATGN
I A

TAR SRTLATTFAAGVPL DALPSTAGATNE YE
JIAITAR SRTLATTFAAGVPL DAL STAGATNN

>k 3k >k 3k >k >k >k >k sk ok kK % *

ok Lrkok ] |

0 S LA DD e

QMVFIGEESGE
QMVMIGEESG
QME IGEESG LD MLIJKEAIXFYE EVDNAV{ENL Py
QM IGEESG LD MLIYKEIAIRFYE EVDNAV{ERWL P
QMVAIGEESGAL [IMLEJKVAMFYE EV NAVDEL

| oskoskoskokokok | oskokok *

N
B

QMVAIGEESGALDSMLINKVARY YEREVDNAVDELTH
QMUAIGEESGALDMLINKVARY YE EVDNEIVDRILTH

QMAIGEESGALD MLEKVAWFYE EVDN[UVDLTH
Ny ey e ey T

QMVAIGEESGALD MLINKV AN YEEEVDHAVDGLTS
N

* * kD kkkok

e U sy,

ok L1k | |

406
407
408
410
410
406
408
408
405
405

AMYLPIF
AMYLPIF

D1k | sk ook ok ok

X non conserved
B similar
>50% conserved

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



