
logo

MAE
M
Q
S
M
Q
R

A
P
Q

K
L
Y

A
C
VLLIVDDEEPDLICRELTLLMVAEQI

L
M

F
T
M
L
A
G
KREMKGI

L
V

D
K
PTHLRELSAARYDNRLVAEKQEAKRQEQLFLADTQRQGFEEHPFIYDALCLATDLMNRLPDGNSGLDLVDKQEHYVIQRSRQNQRHRYPHNQLT

NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQ..FHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
NTDB id 404185 GM160 RS11350 WP 156575185.1 ....MAYCLIVDDEPDIRTLVALFMKREGVPTLEAADLAEAREQLDRQGEEIDLCLADMRLPDGNGLDLVDEIRRQRPHL 76
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAR..EPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT...TENALENKLLIGRSLPIQQLRIAIK 155
NTDB id 404185 GM160 RS11350 WP 156575185.1 PVAVITAHGQVEAAVRALKAGAFDFINKPIEQDTLRRLLRDARNLQPARPATPPAAGTEGNDSPLIGQSRAMRQLREMIG 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN......PEAEEAPVDNRLLGESPPMRALRNQIG 150
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 404185 GM160 RS11350 WP 156575185.1 RLARSQAPIFIQGESGTGKELVAREIHAHSSRAGGPFVPVNCGAIPGELIESELFGHHKGSFTGATRDKPGLFRAAEGGT 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
NTDB id 404185 GM160 RS11350 WP 156575185.1 LFLDEIAELPLPLQVSLLRVLQERRVRPVGGTEEVPVDVRIVSASHQDLHQAVEAGRFRQDLFFRLNVIGLRVPPLRERL 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFA 395
NTDB id 404185 GM160 RS11350 WP 156575185.1 DDLPALSTAIVARLAARDARPVPSIDPAVFQTLAAQPFPGNVRELENLLERAMALTDGDRITEEAVAPHPMMTGEEEPAS 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAA 390
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAAQSIQTTVAAPQAVKKLPSEGLERYL.ENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 404185 GM160 RS11350 WP 156575185.1 AL...................AACPGFIPETDEQRNVLTALQQTRWNRSEAARQLGMTLRQLRYRLQKWGVE....... 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SLS................EIDNLEDYL.EDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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