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MKHAMSYKAQMNQNKMKAQQQKGFTL I ELMIVVAVI IG I
VLASAAIALIPAQYQDKNYTIVTVKARKSNQAEGAIVNSTAGAEVSAGFLSTALSETNALVIDKNSTSGPAGIVL IKI
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
NTDB id 404157 GNY17 RS14910 WP 025518565.1 MKHSKQKKQQGFTLIELMIVVAVIGVLASIAIPQYQKYVAKSEVASALATLTGVKTNVEAFAVENGKFPDGAST.NET.. 77
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAA......AT.. 72
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGATAVTAADK 75
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD....... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD...... 71
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRLGTVEDMGDGKIVI..APTASGALGGTIKYTFDAGV....VSSSKIQLAR.DANGLWTCSTTV....TSEIAPKGCT 147
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRLGTVEDMGDGKIVI..APTASGALGGTIKYTFDAGV....VSSSKIQLAR.DANGLWTCSTTV....TSEIAPKGCT 147
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRLGTVEDMGDGKIVI..APTASGALGGTIKYTFDAGV....VSSSKIQLAR.DANGLWTCSTTV....TSEIAPKGCT 147
NTDB id 404157 GNY17 RS14910 WP 025518565.1 EADLGVPTTIPSGSITF..T..AASSSAGTIKFAFDSAGVSNLVTSKNFELVR.ASDGTWTCQGSSASPVTDDLLPKNCR 152
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAID..S..ALAGGSPTLTFTFDADS...SIDGGILTFTR.DAATGWSCLPTAPAIA.....VDGCS 139
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ........VSGKYGDAE.I...GGTAPNCTITYTFKSSGVSNKLTSTKIVMNV.SETGILTKNSGTDT..PVELLPQSFV 140
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ...VGFTAATSSVCATYSIDAFTETDGAGKI.TCTLK..GNPKIATKIVELTR.STDGAWTC..VSDV..PTEFLPKGCT 137
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIA.LKP.DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKC..TSDQ..DEQFIPKGCS 149
NTDB id 1197 PSJM300 03940 AFN76866.1 EGYIGITDS.TSYCDVD.LD..TAADGHI...ECTAKGGNAGKFDGKTITLNR.TADGEWSC..ASTL..DAKYKPGKCS 139
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 AGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AGATIN...... 153
NTDB id 404157 GNY17 RS14910 WP 025518565.1 ............ 152
NTDB id 1292 VP RS12235 WP 005479693.1 ............ 139
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 AS.......... 142
NTDB id 1038 H0N27 RS01510 WP 000993725.1 AGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 K........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ............ 139
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