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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 40400 MDS RS08350 WP 013714800.1 ....MLALALGLLSLRFLPSLPPGWLLL..VAACVGLALLL......SRLYP....LGFFLLGLAWACNSAQWALEDRLGPELDG 69
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLL..ALAPVGLLLLP......FRWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 40400 MDS RS08350 WP 013714800.1 RTLWLEGRVVGLPEVSDGVVRFLLEDAHS.RRAELPKRLRVAWYD....................GPTVQGGERWRLAVNLKRPH 133
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 40400 MDS RS08350 WP 013714800.1 GLVNPQSFDYEAWLLAQRIGATGTIKSGQRLAPA............SGLGSWRDSLRQRLLAA.PAVEREGAIAALVLGDGSGLS 205
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTV.EAHGRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 40400 MDS RS08350 WP 013714800.1 TEDWRLLQHTGTVHLMVISGQHIGLLAGFLYGLVALLAKLGAW.........PARWPWLPCACALALGGALTYGLLAGFEVPVRR 281
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIW.........PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 40400 MDS RS08350 WP 013714800.1 ACVMVALVLLWRMRFRHLGAWWPLLLALIVVLLLEPLASLQPGFWLSFSAVAILALVFG.......GRL.......GVWGWWRGL 352
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 40400 MDS RS08350 WP 013714800.1 TRAQWTMAIGLLPMMLVLGLPVSSSGPLANLIAVPWVGLVVVPLALLGTLLLPIPMLGEGLLWLAGGALHLLFELLGIIAGWLPA 437
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 40400 MDS RS08350 WP 013714800.1 WLPSVLPLWAWWLAAAGALLLLLPAGVP...LRLPGLALLLPALLLPAPHLDDGRADIWVLDVGQGLAVLVRTREHALLYDAGPR 519
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 40400 MDS RS08350 WP 013714800.1 FGDFD.TGERIVLPSLRALNLRQLDVMLLSHADNDHAGGAAAIKAGMPVSRVVSGEPRR.......LADALGAEACESGQSWQWN 596
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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WLLVAPHHGSNRSTSSSAGQVAF ILADAVAGS
NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 40400 MDS RS08350 WP 013714800.1 EVVFRLWQWE......RASSGNQLSCVLQIEAAGERLLLTGDIDVQAERALMQADF..PLVSRWLLAPHHGSRTSSSQAFIDAVG 673
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 40400 MDS RS08350 WP 013714800.1 AQHVLITRSRHNAFGHPHPQVLERYRAAGVLVHDTALDGALHLRLGEHG..AARALRREPRFWREK................. 737
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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