
logo MRTADELRLSLRLQGSEGETQGQRR I LRLYHFLYRLSTIGLAVL IVLL I SSENLDEDEQFVLDKLVVHI
PELFHRTVGSWACYL IVFLNI L IVALVFLLVPQKPPSKRHQLLMPQI

LF ISLALTV
NTDB id 40397 MDS RS05275 WP 013714193.1 MTADLSLQGGTQGRRILRLYHFYRLSIGLALILLISSNLDEQFLDVVHIELFRTGSWAYLILNILIAVLVQKPKHLMQLFSLALV 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !* !! !!!!!!! !!!*!!! !*!!!!! !**! ! *!!*!!!* !!!*!!* !!!*!* ******!***! !!!

logo DVI
L
F
MLCSAGLFYAAGGGTVPSGIGNSLLVVAVAIANI LLRGR IGLLVIAAAIAAS ILAGL ILYLTFFYLSLSRSPADAATANHQYVQAGAGLGATLCFAAGALFVI

NTDB id 40397 MDS RS05275 WP 013714193.1 DVIFLSALFYAAGGTPSGIGNLLVVAVAIANILLRGRIGLLIAAIAAIALIYLTFYLSLSRPAAAAQYVQAGALGALCFAGALFI 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!* !**!!!!*!! !!!!! !!!!!!!!!!!!!!!!!!!*!!! ! **!*!!!!*!!!! ! ! *!!!!!*!! !!!!*!! !

logo QAGI
L
T
VRRLQEQQVSTESTLAEEQRAAEDTVANLEELNAELQI LQRMRTGI LVLVDSTQRHQAR I

VLLANQAGALTGQLLGRQRDGDELVQTGAKI
S
I
L
D
G
P
RHCSPEMLMVHKCRLMKQQWLRHL

NTDB id 40397 MDS RS05275 WP 013714193.1 QGITRRLQVSESLAEQRAADVANLEELNEQILQRMRTGILVLDTQHRVLLANQGATQLLGRGELTGKIIDPHCPELVKRLQQWLH 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !** !! *!*!!! !! !!!!!!!! !!!!!!!!!!!*!* * *!!!!!*! !! ** ! * *!*! !**** !! *

logo NPSTLRPDPSTLKQAVQVPVDGPTVLVQPSF I SLNQREGDEDQQHI
VL IVFLDEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQESEDE

NTDB id 40397 MDS RS05275 WP 013714193.1 NPTLRPDSLQAQVDGPVLQPSFISLQRGEQQHILVFLDDISQIAQQAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLQESED 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!*!!!**! *!!! *!!!!!!!*! * !!*!*!!*!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo LDQAGPDQRRLATQI IQDHQSKRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGSRSALPRANDRSEQI
LHLEQLTGQAGGDS ILQTRMDPHQLNTQVL

NTDB id 40397 MDS RS05275 WP 013714193.1 LQGPDQRLAQIIQDHSKRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRSSAPADRQIHLETQGGSLQTRMDPHQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! *!! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** * ! *!! *! *!!!!!!!!! !!!

logo

S
TNLVQNGLRYSAQAKHGRLRGQVWLRSLAFRDEPESSDLPVLE I ILDDGPGVPAPDEKQELNQHNI

LFEPFFYTTENSKGTGLGLYI
LSRELCEQGSNQAR I

LDYKR
NTDB id 40397 MDS RS05275 WP 013714193.1 TNLVQNGLRYSAQKHRLGQVWLRLFRDESSDLPVLEILDDGPGVPPEQEQHIFEPFYTTENKGTGLGLYISRELCQGNQARLDYK 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!!!! ! !!!!! ! !!* !!!!!!!!*!!!!!!!** ***!!!!*!!! !!!!!!!!*!!!!! !!!!*!!*

logo

N
PREEGGGGSCFR ITFAHPRKLS

NTDB id 40397 MDS RS05275 WP 013714193.1 PREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!! !! !!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


