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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSVGS 76
NTDB id 403813 GK020 RS13990 WP 156189571.1 ..............MECNQLMIVVAIIGILAAVAIPAYQDYTVRAKVTEGLSLAGSAKAAVSENAAN.....GAPLASGW 61
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1119 NGFG RS11465 WP 017147169.1 A.............SPPTDIKGKYVKEV.....EVKNGVVTATMLS...SGVNNEIKGKKLSL................. 115
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVN............ 139
NTDB id 1424 RS RS02795 WP 011000517.1 S............V....FTPTKNVANLTIAGTGTVPGQITVTYTT........AAGGGTLALVPTAAG.....T..... 122
NTDB id 403813 GK020 RS13990 WP 156189571.1 L............A....PAATKNVASV...AIASANGQITITYQS........AIDNGATLILTPLDGPLATGTALSGT 114
NTDB id 1274 LPP RS09530 WP 011214168.1 V............S....PAATPNVASI...AIG.ANGVITITYTA........AAGGGTIVM.T............... 107
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V............S....PAATPNVQSI...AIG.ANGVITITYTA........AAGGGTIIM.T............... 107
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ...WGRRENGSVKWFCGQPVTRADDDTVADAK..DGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1188 NELON RS01755 WP 003772458.1 KAVPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 ALPVSSAPSGPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR....... 168
NTDB id 403813 GK020 RS13990 WP 156189571.1 NTASTIPTAGSITWVCAAAQSTVSNSAV......AKGTINAKYVPAECRN...... 158
NTDB id 1274 LPP RS09530 WP 011214168.1 ...PTLQANGDVTWTCTG..................GTLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...PTLQANGDVTWTCTG..................GTLLAKYRPASCRP...... 136
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