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TSFSAHKQAKKNRFEARVEKIYLRQDNHQPTVSTSFYCGCEDSYIQRTNWKQDGKNKDKGVAI IPDALEQASCGYNEQPVRKNQPENKRGAAESRLI

NTDB id 403586 GMW39 RS01160 WP 237613321.1 MNRTNFLVTFLIALFAIPAFAEHPTSFSQAKRFAREIYQDNQSTFYCGCSYN....NDGAIDAASCGYEPRKQPKRGERL 76
NTDB id 1178 HJ37 RS00640 WP 001082313.1 MNRTNFLVTFLIALFAIPAFAEHPTSFSQAKRFAREIYQDNQSTFYCGCSYN....NDGAIDAASCGYEPRKQPKRGERL 76
NTDB id 1303 VF RS02230 WP 011261220.1 MKLIRLLISIIAIGSAFNVLAAPPSSFSKAKKEAVKIYLDHPTSFYCGCDITWKDKKKGIPDLQSCGYNVRKQEKRASRI 80
NTDB id 1297 VP RS12690 WP 005461720.1 ...MKYLFTLFLFVLSTSAFSAPPSSFSAAKREAVKIYQDHPSSFYCGCDIQWQG.KKGVPDLASCGYQVRKQEKRAARI 76
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ..MMIFRFVTTLAASLPLLTFAAPISFSHAKNEAVKIYRDHPVSFYCGCEIRWQG.KKGIPDLESCGYQVRKNENRASRI 77
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logo EWEHVVSPAWEQI
FGHQLRQCWQDQSNGGRRKNCSETKRKTNSDKTPAQEFNKSQKLMVESADLHNLTVPSAI

VGELVNGDRSNFNSRFGSMQI
W
P
NGMVNKDEPSGARVSTYAYGLRQCAEDMFKEQVNDFK

NTDB id 403586 GMW39 RS01160 WP 237613321.1 EWEHVVSAWEIGHQRQCWQNGGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNFRFGMIP.NEPRAYGLCDFEVDFK 155
NTDB id 1178 HJ37 RS00640 WP 001082313.1 EWEHVVSAWEIGHQRQCWQNGGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNFRFGMIP.NESRAYGQCDFEVDFK 155
NTDB id 1303 VF RS02230 WP 011261220.1 EWEHVVPAWQFGHQRQCWQDGGRKNCTRKDKQFKLMEADLHNLVPAIGEVNGDRSNFRFSQWNGNKGAYYGQCAFKVDFK 160
NTDB id 1297 VP RS12690 WP 005461720.1 EWEHVVPAWQFGHQLQCWQSGGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNFNFSQWNGMDGVSYGRCDMQVNFK 156
NTDB id 1148 A1552VC RS01200 WP 000972596.1 EWEHVVPAWQFGHQLQCWQQGGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNFSFSQWNGVDGVTYGQCEMQVNFK 157
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TYFLAYHMNRWSADEKQEQRYHRGAFLHKNRQLLSLRKAQSLQQRSTVQLCSLRLCLFLMDENQS IAFWDISNGNRKMSTQDRYPSVPDSAKERWPEAKCVELFRHSAQDELQKERSI EKRAEGKI
V
E
QGKNHSNCPQRYFVQRSYGKEQSA

NTDB id 403586 GMW39 RS01160 WP 237613321.1 DRRAEPPANRQGDIARIYFAHWAQRHAHQLLSLQVLCSLRLCLDIFIGSRPSPARPALFHSAQEESKEVEG......... 226
NTDB id 1178 HJ37 RS00640 WP 001082313.1 DRRAEPPANRQGDIARIYFYMRDQYGLRLSRQQTQ......LFEAWSRMDPVDEWEKLR...DLRIRGIQGKSNCYVSGS 226
NTDB id 1303 VF RS02230 WP 011261220.1 GRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQ......LMNAWDKQYPVSEWECER...DKRIAKIQGNHNQFVYKA 231
NTDB id 1297 VP RS12690 WP 005461720.1 QRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQ......LMSAWNKTYPVDKWECER...DKRIAKVQGNHNPFVQEA 227
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQ......LMQAWNNQYPVSEWECVR...DQRIEKVQGNSNRFVREQ 228
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logo CPRAKNL
NTDB id 403586 GMW39 RS01160 WP 237613321.1 .... 226
NTDB id 1178 HJ37 RS00640 WP 001082313.1 C... 227
NTDB id 1303 VF RS02230 WP 011261220.1 CRK. 234
NTDB id 1297 VP RS12690 WP 005461720.1 CRAL 231
NTDB id 1148 A1552VC RS01200 WP 000972596.1 CPN. 231
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