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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
NTDB id 40329 MARKY RS10630 WP 013704882.1 MSVLTIGDKRLGAALIELGYLTDEDLQRALEQHREIGGRLADVIVDLGLLSERRIAQAIEAAFGIPLVDLHTLEIPPEVRALLPA 85
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
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NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEGD..RLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
NTDB id 40329 MARKY RS10630 WP 013704882.1 EKAQELEAIPFALEDK..TLRVAFTDPLDNLKIDEVEEITEHIVEPYQTLRASFQYALAKNYPELGLPLPPP..PKHTNPSELKL 166
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..PSGEGQKDLKL 168
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NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
NTDB id 40329 MARKY RS10630 WP 013704882.1 GELLVHKGLITRETLEQALVQQEKTGELLGKILIQAGKITEADLYRALAEQAGIAFLEDTAGIEADPEIASLFLRTDALRYRAIP 251
NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGL.PEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
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NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
NTDB id 40329 MARKY RS10630 WP 013704882.1 VAEEGGEVTVILGETRHQEEVRRILNRPVRFFLTTPTAWEQLFKRTYPEHARLGEILVQEGKLEREDLQQALKVQQRLGRSRSIG 336
NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
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NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
NTDB id 40329 MARKY RS10630 WP 013704882.1 EVLVELGYVTPEDIEEALQKQRAGGGRLEDTLVQSGKINPEMLAKSIAIQQGYPYIDPQETPPDPGVVMLVPEATARRYTVFPHH 421
NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
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NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGEKGF.EKLNKELAERNKTQQSQEADLSVADE 501
NTDB id 40329 MARKY RS10630 WP 013704882.1 LEGDALVVLMKDPRNIFAIDDLRMFTKR.....EIKPAVATEDAILKLIERFYGHTGELDELAKEFARERPE..EEQLEASNLDD 499
NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKA.ELSEIAKEFAKKQAE..EEVPSPLELDE 504
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NTDB id 1306 DR RS10060 WP 027479822.1 SAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSI 586
NTDB id 40329 MARKY RS10630 WP 013704882.1 NAIVRLVNTIIREAYLQEASDIHIEPRQDHVLVRIRVDGALREYTRLPKGTGPAIASRVKIMGHLDIAERRLPQDGRVRYRDHSI 584
NTDB id 1028 TT RS08215 WP 011173991.1 SAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAI 589
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NTDB id 1306 DR RS10060 WP 027479822.1 DLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
NTDB id 40329 MARKY RS10630 WP 013704882.1 DLDLRLSTLPTVYGEKIVMRLLRRAADIPEIEQLGFAPSVFERFQEVIQKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTTT 669
NTDB id 1028 TT RS08215 WP 011173991.1 DVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
consensus !*!!!!!!!!!!!!!!*!!!!!**!**!!!*!*!!!** ***!* !*! *!*!!!!*!!!!!!!!!!!*!!*!!!!!*!*!!!*!

logo

V
I EDP I

VEYEVIPGIVNQSTQVNNPSQTAGMLTFARALRAFLRQDPDI I FMVGE IRDSQETAQKIAVTEAALTGHMLVLIATLHTNDAPAQGAVITRLDEEMGVI
NTDB id 1306 DR RS10060 WP 027479822.1 IEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGI 756
NTDB id 40329 MARKY RS10630 WP 013704882.1 VEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDQETAQIATEAALTGHLVIATLHTNDAAGAITRLEEMGI 754
NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGV 759
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NTDB id 1306 DR RS10060 WP 027479822.1 ENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTI 841
NTDB id 40329 MARKY RS10630 WP 013704882.1 ELFNISASLIGVLAQRLVRRVCDHCRVEVDPDPAVLKSLELSERDLEGKTLYRGVGCERCGGTGYRGRYAIHELLVVDDAIRQAI 839
NTDB id 1028 TT RS08215 WP 011173991.1 EPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAI 844
consensus ! !!!!!***!!!*!!!!!!!!**!**** *!!**!**!**!!*** !* !**!*!!*!!!!!!!*!!**!!!!*!*!! *! *!

logo

G
VAGRKPSAATE IRKADE I

L
VALGRREKRSGLMKRSTLRQEDGLI EYKALEQGLITTLEEVMLAVRTAILSE

NTDB id 1306 DR RS10060 WP 027479822.1 GAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 40329 MARKY RS10630 WP 013704882.1 VAGKSATEIKALA.RERGMRTLREDGIYKALEGITTLEEVMARTLE 884
NTDB id 1028 TT RS08215 WP 011173991.1 VAGKSATEIKEIA.RRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
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