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NTDB id 403150 GL185 RS00190 WP 000748881.1 SEGYFIMQTRVAQKIASMEY HG . QTN 40NN SRR NUNNSIGGVLQNLGLEPGE AND KK ENACI®D VYT Q 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNV.W PDYQDPSTYLDIFKTTSSENTKFMGYDDPNNAAAAQVGLKDYDALL SAASET 558
NTDB id 324 STU RS16140 WP 011226306.1 ENlTLNAANAAAEDWDISNV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNRVGW PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
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NTDB id 403150 GL185 RS00190 WP 000748881.1 Q 633
NTDB id 475 HSISS4 RS07005 WP 021143809.1 . 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAP.ISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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NTDB id 403150 GL185 RS00190 WP 000748881.1 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKRISNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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