logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

25 SA RS06185 WP 000593194.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
403120 GL184 RS04800 WP 000705306.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

25 SA RS06185 WP 000593194.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
403120 GL184 RS04800 WP 000705306.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

25 SA RS06185 WP 000593194.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
403120 GL184 RS04800 WP 000705306.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

consensus

el M Lol auogell D tplschont fn e/l

SO RT3

MKITNYEIYKL BN TNQQILKVLEYGENVDQELLLR
MKITNYEIYKL BN TNQQILKVLEYGENVDQELLLE

MKITNYEIYKL

MKITNYEIYKL

MKITNYEIYKL

MKITNYEIYKL

MKITNYEIYKL e . .. Ce

s ok ok ok ok %k ok %k k * k * % ok ok ok ok ok ok ok Kok Kok Kok kok k% % 5k ok ok % ok % ok % ok %k %k ok K ok Xk * 5k ok k ok K ok

A SEILD.L o E LI e O S ek Ll

TYEEYWAKHFATHELSLAGFTHTE
SYTQQEEFEESNDK SK Yl ThRl]
RKFRISESTILDDIRYPIALIAETY J3PVL FY[NGN DLLKIUMPK AEVGSRLAGQSGIKSV K P
BN FPSMSILDISAYPN LISYIY |yPVLLFY[NG LDLLEY;
M KIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKE]
BRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKEFR
MRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKEFR
BRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFR
MRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKEFR
BRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFR
MRKEFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFR .
* ok * % % K sokok |1 skok Dokokokokokok Dok ok |okok | okok ok ok ok ok K K Dok D 1ok | skokok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok | ok |

T Ao ATl Yl LA e R L

GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQD:YIENDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV
GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV

GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGYV
GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGYV

GLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDEYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV]
Pkl I kokokokok DL D oseoskok Dokokokok |1 sk ook ok ok ok ko %k * >k % %k %k % Ul skokoskokokokokokokoksk Dl DL DD Dokl Dok |k

145
148
139
138
140
140
140
140
140
140
140

225
227
218
217
219
219
219
219
219
219
219



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

25 SA RS06185 WP 000593194.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
403120 GL184 RS04800 WP 000705306.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

25 SA RS06185 WP 000593194.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
403120 GL184 RS04800 WP 000705306.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

consensus

JUAEAR 0L EECROVE o A scaylogpee,

VIYEAJNY SGSLITEGAMAIRE " NR VFA PGNIQ ISISNIGCH - LIJq" GARIL Vi 4D LETLYQHSIHSQTEIDFDQIAVP
VRYEAKBRSGSLITCERAMEEGRD FAIPG IEDDGWSDGCRNHLIQ GAKLVE{Y QD LINE [H | [
VAEAKMRSGSLITCERAMEEGRDVF[j PGRJILDG{NS GCHHLIQEGAK[ TSGIgD LIEF|

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E T |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E T |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |

IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E T |

sokok L skokor DL sl B Dskoskookoskook |1 skokoskoskoskoskokok | okoskoskok 1okl |1 skokoskoskoskook ok | kok ok ok ok ok ok

NY T DIrRRLVEANSHIFKLYSRI OY TIHVS IDDLAEEFNLSVDVLLVRQRLLDLELEDL | | SENCLYKRV

NYTPPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV 373
.................................................................... 290
.................................................................... 282
.................................................................... 280
.................................................................... 282
.................................................................... 282
.................................................................... 282
.................................................................... 282
.................................................................... 282
.................................................................... 282
.................................................................... 282

non conserved
similar
> 50% conserved

[><] eS|

305
290
282
280
282
282
282
282
282
282
282



