logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593
277
236

LCA RS02545 WP 011374200.1

KW2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1
402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593
277
236

LCA RS02545 WP 011374200.1

KW2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1
402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593
277
236

LCA RS02545 WP 011374200.1

KW2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1
402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

LCA RS02545 WP 011374200.1
Kw2 RS05130 WP 021037147.1

277
236
202
167

402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1
SPR RS10250 WP 000867601.1
SP RS11275 WP 000867616.1

KMQL

LV CRE KD Dl

VEGDW[RIT VIZECHLF ENN I PKM T E iRz HRIHE A

Bl R%HENEH e EERLAUARERHE O

. . NNYSLPQIKERERF LEVEHERVELES QV.
AN K

EEERQLAEKLPAMRKEKGKLFCQRCNSTI
EEERQLAEKLPAMRKEKGKLFCQRCNSTI
EEERQLAEKLPAMRKEKGKLFCQRCNSTI
EEERQLAEKLPAMRKEKGKLFCQRCNSTI

N7 LE

er

sl E LY

BLEEWYLPIGAYYCRECLLMKRV
BLEEWYLPIGAYYCRECLLMKRV
BLEEWYLPIGAYYCRECLLMKRV
BLEEWYLPIGAYYCRECLLMKRV

EEERQLAEKLPAMRKEKGKLFCQRCNSTIB
EEERQLAEKLPAMRKEKGKLFCQRCNSTIP
ISEERQLAEKLPAMRKEKGKLFCQRC SEIB

RAL PR

. Q
D VLKWRGQLTPFQEKVSEGLLQAVDKQKP
MDD VLKWRGQLTPFQEKVSEGLLQAVDKQKP
D VLKWRGQLTPFQEKVSEGLLQAVDKQKP
NDVLKWRGQLTPFQEKVSEGLLQEVDKQKP

PRI LGRS o] Le SEYRPAT T

el

12

Q
Ne §YFR PLVVIJT HQLL

e LR I

il

EINELE

ExX LQ

Wl

LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

IR EETEEE

VR D el

F{ AFDLLI DEVDAFP EIDNEMLYjgA [N

BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
BSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NN e * 1%k | ! N

LRIELTAT T

B EARL o ARFAPLL O e b v BRCRTL

TVSELHLPEQRHVAF R.AQ.K.G.PK.ERDC.TYL KTQQMH
K

GELKRLNMLPRRFHGNPLIIPKP
GELKRLNLPRRFHGNPLIIPKP
GELKRLNWLPRRFHGNPLIIPKP

GELKRLNLPRRFHGNPLIIPKP
GELKRLSLPRRFHGNPLIIPKP
GELKRLBLPRRFHGNPLIIPKP

WLSDFNRYL
WLSDFNRYL
WLSDEFNRYL
WLSDFNRYL
WLSDFN [§L
WLSDFN [¢§L

KNRLSPKLKSYIEKQRKT
KNMRLSPKLKSYIEKQRKT
KNMRLSPKLKSYIEKQRKT
KWRLSPKLKSYIEKQRKT
KMRLSPKLKSYIEKQRKT
KSMRLSPKLKSYIEKQRKT

GELKRLBLPRRFHGNPLIIPKP

NN * kK K NN NN Ry

WLSDEFNRYL

KIQ8LSPKLKSYIEKQRKT

154
158
147
147
147
147
147
147
147

234
236
225
225
225
225
225
225
225

313
303
305
305
305
305
305
305
305



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1
402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1
402841 FOB92 RS08765 WP 000867722.1
507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

TR TILST

ASE B LA e TILERVTE DAL T

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLIMEI QEQFPNEKIGFVSS TE RLEQVQAFRDWELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLIMEI QEQFPNEKIGFVSS TE RLEQVQAFRDBELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLIEILQR FPEIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
! * ok | * r N ENEENEN e L

Q1R R DRPTDLLPOCLNS NRAIRE 9. Neghet

445
430
432
432
432
432
432
432
432

X non conserved
B similar
>50% conserved

393
383
385
385
385
385
385
385
385



