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NTDB id 402795 F0B92 RS02140 WP 000608383.1 [N T ENNAACENN N3N AR IANISHNE () PLESY (GSTSH NP IR B RN RN IAA A A AN (G QA G AAA G I e Ne 80
NTDB id 496 SM12261 RS02330 WP 000608383.1 MI MYFFLVGSILASFLGLVIDRFPEQSII[N¥ASHCDSCEITIFLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG 80
NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDMYFFLVGSILASFLGLVIDRFPEQSIISJJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALMELGLG 80

NTDB id 156 SP RS08975 WP 000565004.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG 80
NTDB id 266 KZH43 RS07930 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@®CRYCKVRYPVWYALFELGLG 80
NTDB id 225 SPD RS08500 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG 80
NTDB id 191 SPR RS08095 WP 000565010.1 80
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(NS K R O g el A0S ie D R SR 10 RO R Vi S OTOJOJC IOt [ [ F' LYY SIMG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH 'IL AJNOGWSL M FL 'LGI AHFIDIRMGAGDFL 160
NTDB id 496 SM12261 RS02330 WP 000608383.1 LLFLEA S|8G LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AJJ®GWSJL M BJFL LGI AHFIDIRMGAGDFL 160
NTDB id 524 SMSK321 RS08155 WP 000565601.1 LLFLEYSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLRALGILAHFIDIRMGAGDFL 160
NTDB id 156 SP RS08975 WP 000565004.1 LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFMLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
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NTDB id 402795 FOB92 RS02140 WP 000608383.1 |3W:\SE 219
NTDB id 496 SM12261 RS02330 WP 000608383.1 FLASC 219
NTDB id 524 SMSK321 RS08155 WP 000565601.1 FLASCALVFSITELLILIQFASATGILAFLLQKKKERLPFVPFLLLACVIIFGKLLLV 219
NTDB id 156 SP RS08975 WP 000565004.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAGC IIFGKLLLV 219
NTDB id 266 KZH43 RS07930 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 225 SPD RS08500 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 191 SPR RS08095 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
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