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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST 70
NTDB id 1274 LPP RS09530 WP 011214168.1 ...........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT 69
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT 69
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .....MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT 75
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .....MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT 75
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .....MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT 75
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSR.GWSVKSGTGT 69
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPTKLSD. 68
NTDB id 402749 FOB89 RS20930 WP 011920034.1 MKGLTLKTGLNHKAKGFTLIELMIVVAIIGILAAIALPAYQDYTIKSQINGGLSEVSALKNSFEVAVLD.DTDPSLTAT. 78
NTDB id 1197 PSJM300 03940 AFN76866.1 ........MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.GKTPSLTST. 70
NTDB id 1204 PSJM300 03935 AFN76865.1 ......MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISE.GHTPSLVSS. 72
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 AGS....SCVGVQEISASNATTNVATATCGASSAGQIIVTMDTT....KAKGANITLTPT.YASGAVTWKCTTTS.DKKY 140
NTDB id 1274 LPP RS09530 WP 011214168.1 GYV.............SPAATPNVASIAIGA..NGVITITY.TA....AAGGGTIVMTPTLQANGDVTWTCTGGTLLAKY 129
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GYV.............SPAATPNVQSIAIGA..NGVITITY.TA....AAGGGTIIMTPTLQANGDVTWTCTGGTLLAKY 129
NTDB id 1184 GTF74 RS02335 WP 000649326.1 AAGFTR...LGTVEDMGD.GKIVIAP.TASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEI 141
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AAGFTR...LGTVEDMGD.GKIVIAP.TASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEI 141
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AAGFTR...LGTVEDMGD.GKIVIAP.TASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEI 141
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EDATKKEVPLGVAADANKLGTIALKP..DPADGTADITLTFTMGGAGPKNKGKIITLTRT...AADGLWKCTSDQ.DEQF 143
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .........VGFTAATSSVCATYSIDAFTETDGAGKITCT.LKGN..PKIATKIVELTRS....TDGAWTCVSDV.PTEF 131
NTDB id 402749 FOB89 RS20930 WP 011920034.1 .....AKGYLGQQAETGTYCNLA.......VTARTDIECT.LKGGNADKVNGKKITLSRT....ADGVWSCKSDV.DEKF 140
NTDB id 1197 PSJM300 03940 AFN76866.1 .....DEGYIGITDST.SYCDVD.....LDTAADGHIECT.AKGGNAGKFDGKTITLNRT....ADGEWSCASTL.DAKY 133
NTDB id 1204 PSJM300 03935 AFN76865.1 .....LPGFIGIGAST.NYCTVT.....LIATATGSITCT.TQNGMPDRFNGKTITIART....TDGLWDCTSDL.DSRY 135
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 VPSECRG........... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 RPASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 RPASCRP........... 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 IPKGCSK........... 150
NTDB id 1038 H0N27 RS01510 WP 000993725.1 LPKGCTAGTPTEGAITSL 149
NTDB id 402749 FOB89 RS20930 WP 011920034.1 LPKGCTTA.......... 148
NTDB id 1197 PSJM300 03940 AFN76866.1 KPGKCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 KPGKCL............ 141
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