
logo

MKF
M
E
M
F
N
M
G
I
T
M
D
R
I
K
N

F
YTSELPRKRTKAAMLDINQKRVAESVCI LFIARHEEKLRSAEYQFQELML

Y
V
EAAHLSEGQHRLYFQEGHYASEGNSPRNTFYI

L
G
ETSAEWHI

V
LLAILGAFLMASVLRTENCEITYVHQDGTPSNESGYCGNKSLIVNAAEYDGKLASALSVTFLQATNAEGDLMFYGNEPAVDLYGDREVSIMERSHDDFHKSRFIELDLQEKYIDQEADVTEEASAI

L
V
A
I
L
VAI

Y
M
L
G
H
E
V
K
L
E
K
V
R
T
D
G
E
P
L
T
K
S
D
G
L
S
Y
H
Q
R
S

NTDB id 601 KW2 RS02615 WP 021036805.1 .......................................MLCQNCNINEAT............................. 12
NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEAT............................. 12
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDST............................. 12
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLI........GR 70
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLID........LEDLSSH 72
NTDB id 402696 FOB91 RS05975 WP 012130976.1 .....MKYSKALIVSIEEAQQLASHFESEYLESWHLLIAFSNYPYSVAGSVLNDYPLEIDHFE..D...AAYHVVGKSYQ 70
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE..E...VALELTETDYS 70
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE..E...VALELTETDYS 70
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE..E...VALELTETDYS 70
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSS 76
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
consensus ** * * * * *** *** ** *

logo

G
K
N
V
E
Q

E
K
Q
S
D
G
V
D
E
D
K
M
R
I
T

R
S
F
I
M
Q
D
S
T
H
I
T
E
L
I
R
L
Y
E
H
R
A
P
T

S
Y
Q
F
N

T
V
L
S
H
R
P
N
A
G
R
A
Q
K
L
T
E
K
Q
E
R
T
V
A
I
K
T
M
V
L
Q

M
L
F
I
A
E
K
T
Q
D
A
E
L
S
C
A
A
K
M
S
E
Q
D
E
F
G
A
Y
N
E
L
V
I
C
S
Y
A
E
I
Q
R
S
A
H
K
V
L
N
V
T
N
Q
G
K
H

H
S
I
A
E
S
M
V
I
K

A
Y
V
E
K
S
L
T
V
D
G
G
S
P
T
Q
N
E
E
N
H
A
G
L
I
S
V
P
L
L
M
Y
F
N
G
K
A
A
H
M
F
L
G
I

G
I
M
L
N
Q
R
S
H
L
T

A
E
N
Q
V
H
D
E
P
Q
R
K
S
G
L

E
G
D
N
S
T
A
G
L
N

F
N
S
V
M
R
L

G
S
V
D
A
A
D
L
C
T
E
Q
R
V
L
I LKNEFNLVRLVAGVFHQSALYNKEKDADKEGPRSKEGIQDFSVNKDQLIVPFLNKRLQFIDLVINAGSADI

F
L
F
R
G
S
K
N
R
A
E
V
S
N
D
I
L
Q
N
E
G
K
Q
E
R
N
K
L
Q
Y
N
R
F

NTDB id 601 KW2 RS02615 WP 021036805.1 ....IHLYTSVNGQKKQIDLCQNCY...QIMKSGGQEALFGAGNASNGNSDE............PFNP.FNDIFSALQGQ 72
NTDB id 378 SMU RS02690 WP 002263569.1 ....IHLYANVNGQQKQIDLCQNCY...QIMKTDPENGPLNHLSQQNSSS...............INPFFDDFFGDLNNF 70
NTDB id 281 KZH43 RS03550 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCY...KIIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNF 69
NTDB id 245 SPD RS03860 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCY...KIIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNF 69
NTDB id 243 SPR RS03635 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCY...KIIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNF 69
NTDB id 241 SP RS04015 WP 000882523.1 ....IHLYTNLNGKQKQIDLCQNCY...KIIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNF 69
NTDB id 85 BSU 00860 NP 387967.1 GQEMSQTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQ.........L 141
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKVKRSTLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKR 143
NTDB id 402696 FOB91 RS05975 WP 012130976.1 KEGRFSILPFSHRLTTLFKEAKAIAEATHAKEVGTEHILYAIISDRGTLATRILEFVGFSYEDKEGVLRINDLRRNLEQK 150
NTDB id 287 SP RS11210 WP 001109712.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 289 SPD RS10700 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 377 SMU RS09275 WP 002262344.1 N..DIMLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERY 154
NTDB id 329 STU RS10020 WP 011225298.1 ESDIIDLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
NTDB id 297 STER RS00545 WP 011680614.1 ESDIIDLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
consensus * * * * ** ********* * * * ** ** *



logo

L
S
T
R
A
A
D
P
G
F
L
W
S

K
N
T
S
E
G
V
R
K
N

A
N
P
T
Q
E
A
E
G
D
I
S
T
L
N
P
K
K
N
Q
P
A
AVT
L
I
F
T
H
R
P
E
S
D
Q
P
M
L
R
T
S
R
H
Q
A
T
R
S
K
R
P
T
G
F
V
K
G
M
N
A
K
G
N
V
S
YGNGGNGNGYNQDK

G

N
A
K
S

K
R
S
Q
G
Q
R
S
A
N
P
N
R
S

R
F
M
G
G
S
A
D
K
P
A
N
A
G
L
M
Q

G
N
Q
V
T
M
K
T
Q
G
P
N
R
A
M
P
A
E
S
P
K
P
N
S
Q
A
K
S
T
Q

N
Q
T
V
S
E
P

N
S
K
T

P
G
M
T
E
G
LLDAESEDLVYFASGTSKHRINDI

V
LTDAEESQLIAKEREKLQRSDGQRSENDKI

L
E
DP I

M
V
V
IGRSEDAQDEKE IDKQTISRLMVVIHEQVI L

NTDB id 601 KW2 RS02615 WP 021036805.1 .DFNGAASNQ.TPPTQTGG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEIL 140
NTDB id 378 SMU RS02690 WP 002263569.1 RAFNNQDLPN.TPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEIL 147
NTDB id 281 KZH43 RS03550 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 245 SPD RS03860 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 243 SPR RS03635 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 241 SP RS04015 WP 000882523.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 85 BSU 00860 NP 387967.1 LGSNETGS.........................SAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVL 196
NTDB id 610 V4T04 RS10165 WP 012897346.1 TGLKVPESKKAVTPMSKRKM.............AKGV.AENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHIL 209
NTDB id 402696 FOB91 RS05975 WP 012130976.1 SGWTKNDLKA.IRSLHKGFN.......QAKQNMANMMGMPPTQSGGLEDYTRDLTELARSGQLEPVVGRDQEISRMIQVL 222
NTDB id 287 SP RS11210 WP 001109712.1 AGWTREDLKA.LRQRHRTVA.......DKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 290 KZH43 RS10025 WP 001109677.1 AGWTREDLKA.LRQRHRTVA.......DKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 289 SPD RS10700 WP 001109677.1 AGWTREDLKA.LRQRHRTVA.......DKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 377 SMU RS09275 WP 002262344.1 AGFSKEDIKA.IFEMRKPKKV......KNSSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQIL 226
NTDB id 329 STU RS10020 WP 011225298.1 AGLSKQDLKA.IHDLRKPKKS......KASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQVL 229
NTDB id 297 STER RS00545 WP 011680614.1 AGLSKQDLKA.IHDLRKPKKS......KASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQVL 229
consensus * * * * * * ** !*** **!**!* * **!**!!* !! !** *!

logo

N
SRKRTKNNPVL IVGDEAPGVGKSTAI

V
L
I
V
A
Y
L
EGLAQQKRVI IAVNSDNSGAQEDVPEIQAFHGIKEMLHMRQANDKGSKMEKNQRI

V
M
I
L
A
T
R
ELNDLMVAGVMTNSLVVQAGTKGRYIFRGEQDFEDERLMKTQNAQNKVLIVIMAKDEDEVI SERSQAEKARDNPQEGHNKQDVIVI IML

NTDB id 601 KW2 RS02615 WP 021036805.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRNDVIM 220
NTDB id 378 SMU RS02690 WP 002263569.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDVIL 227
NTDB id 281 KZH43 RS03550 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 245 SPD RS03860 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 243 SPR RS03635 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 241 SP RS04015 WP 000882523.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 85 BSU 00860 NP 387967.1 SRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIIL 276
NTDB id 610 V4T04 RS10165 WP 012897346.1 SRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVII 289
NTDB id 402696 FOB91 RS05975 WP 012130976.1 SRKTKNNPVLVGDAGVGKTALALGLAQRVASGQVPHELAKMRVLELDLMNVVAGTRFRGDFEERMNNIIDDIEKDGKVIL 302
NTDB id 287 SP RS11210 WP 001109712.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 290 KZH43 RS10025 WP 001109677.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 289 SPD RS10700 WP 001109677.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 377 SMU RS09275 WP 002262344.1 SRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVL 306
NTDB id 329 STU RS10020 WP 011225298.1 SRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIIL 309
NTDB id 297 STER RS00545 WP 011680614.1 SRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIIL 309
consensus *!*!!!!!!!*!* !!!!*!* !!!!*** **!! * *** !*****!*!!**!!*!!*!** ***** ***



logo F IDE I
LHETLI IMVGSAGGSAGAMGSI EDGSAVNTI

N
L
MDASGANI LKPSALARGDSTEFLHRQCMTL IVGATTYLQDHAENEYRQKYIHI EKDEAALSERRLMFQARKP I

V
N
Q
S
K
T
I
V
E
D
Q
EPTSEPVESADDEASTYMIADQTI LLRNQKGI

L
R
K
Q

NTDB id 601 KW2 RS02615 WP 021036805.1 FIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQ 299
NTDB id 378 SMU RS02690 WP 002263569.1 FIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQ 306
NTDB id 281 KZH43 RS03550 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 245 SPD RS03860 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 243 SPR RS03635 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 241 SP RS04015 WP 000882523.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 85 BSU 00860 NP 387967.1 FIDELHTLIGAGG.AEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLR 355
NTDB id 610 V4T04 RS10165 WP 012897346.1 FIDELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLR 369
NTDB id 402696 FOB91 RS05975 WP 012130976.1 FIDELHTIMGSGSGIDSTMDAANILKPALARGTLRTIGATTQEEYQKHIEKDAALSRRFAKISIEEPSVADSIAILKGLK 382
NTDB id 287 SP RS11210 WP 001109712.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 290 KZH43 RS10025 WP 001109677.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 289 SPD RS10700 WP 001109677.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 377 SMU RS09275 WP 002262344.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLK 386
NTDB id 329 STU RS10020 WP 011225298.1 FIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLR 389
NTDB id 297 STER RS00545 WP 011680614.1 FIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLR 389
consensus !!!!*!***! !** * *!!*!!!!!*!!!! * **!!!! !! * !!!!*!! !! * ***!** ****!! !**

logo

D
P
E
S
A
K

N
R
S
T
K
F
YETAKDHYHKQRHVI

S
K
T
Q
F
Y
I
S
TDDQEAAVIKMESTAAAVHMNTKGYAMLASDVNHRYMILSQTGDSKRKNHFLPDSKAIDL ILDESAASGSAAKTKMVKRNQGIVNLLNSKRTGSIVALFPNKNQTHKFQSTVHPQKKPTEAKNADLQRKDPALERSKYEVDLINEDHKRQEKR I

L
D
A
T
S
I

D
P
E
V
A
Q
R
E
E
K
N
K
E
L
A
L
K
A
N
S
D
A
H
R
K
E
QAI

V
L
T
K
Q
M
I
R

K
T
A
S
D
E

L
N
Q
E
G
E
Q
K
D

NTDB id 601 KW2 RS02615 WP 021036805.1 ARYEDYHHVKYTDEAIEAAAHLSNRYIQDRFLPDKAIDLLDESGSKKNLTLKFV..DPEDINRRIADAENKKNEATKAED 377
NTDB id 378 SMU RS02690 WP 002263569.1 PKYEDYHHVKYTDEAIEAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKEIDHRLIEAENLKAQATRDED 384
NTDB id 281 KZH43 RS03550 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREED 383
NTDB id 245 SPD RS03860 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREED 383
NTDB id 243 SPR RS03635 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREED 383
NTDB id 241 SP RS04015 WP 000882523.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREED 383
NTDB id 85 BSU 00860 NP 387967.1 DRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQE 435
NTDB id 610 V4T04 RS10165 WP 012897346.1 EKFEDYHQVKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLD 449
NTDB id 402696 FOB91 RS05975 WP 012130976.1 ENYEAHHKVTITDQAIETAVKYAHRYLTSKHLPDSAIDLLDEASATVRNNGPQSH.AQEDL....SP....ADRAIIAGQ 453
NTDB id 287 SP RS11210 WP 001109712.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SP....ADKALMDGK 454
NTDB id 290 KZH43 RS10025 WP 001109677.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SP....ADKALMDGK 454
NTDB id 289 SPD RS10700 WP 001109677.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SP....ADKALMDGK 454
NTDB id 377 SMU RS09275 WP 002262344.1 KSYETYHHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....TD....LDHALITND 456
NTDB id 329 STU RS10020 WP 011225298.1 SSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....TP....LDEALISGD 459
NTDB id 297 STER RS00545 WP 011680614.1 SSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....TP....LDEALISGD 459
consensus *!**! ! *! !** !* * !!** * !!! !!!!*!!** *** * * * ** * !* *



logo

Y
I
W
F
N
Q
G
K
E
L
A
Q
K
L
S
A
K
R
S
V
A
H
S
T
K
R
Q
Y

K
Q
F
L
E
L
Y
I
R
K
D
A
T

Q
E
V
I
E
Q
S
A
R
K
I
L
Y
A
R
KELQMVQEDTDEAKAKI

S
N
E
W
Y
S
K
A
F
N
Q
E
K

Q
S
E
K
L
A
P
I
V

D
Q
L
K
P
T

E
G
K
F
L
V
D

D
K
S
E
P
Y
Q

E
N
K
D
D
M
N
P
R
K
T

L
Q
S
A
D
P
R
S
V
E
I
L

I
V
E
K
D
S
T
D
V
A
E
A
E
Q
D
S
K
A
N
Q
T
D
V
I
A
V
M
L
E
M
V
A
Q
H
T

V
I
T
A
V
I
L
E
S
K
S
T

Q
R
W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
K
T
D
E
T
A
S
Q

T
D
S
K
R
K
Q

Y
L
I
L
H
N
M
LAEKNRDSAE I

D
ELKHATSKHRVVIGQED

NTDB id 601 KW2 RS02615 WP 021036805.1 FEKAAHFRDQISKLRELQ.......KQEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQD 450
NTDB id 378 SMU RS02690 WP 002263569.1 YEKAAYFRDQIAKYKEMQ.......SAKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQD 457
NTDB id 281 KZH43 RS03550 WP 000882517.1 FEKAAYFRDQIAKYKEMQ.......KKKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQD 456
NTDB id 245 SPD RS03860 WP 000882517.1 FEKAAYFRDQIAKYKEMQ.......KKKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQD 456
NTDB id 243 SPR RS03635 WP 000882517.1 FEKAAYFRDQIAKYKEMQ.......KKKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQD 456
NTDB id 241 SP RS04015 WP 000882523.1 FEKAAYFRDQIAKYKEMQ.......KKKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQD 456
NTDB id 85 BSU 00860 NP 387967.1 FEKAASLRDTEQRLREQVEDTKKSWKEK.QGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQD 514
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKASRTKEKAVEKIA......DKIYKFSVKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQE 523
NTDB id 402696 FOB91 RS05975 WP 012130976.1 FNKLSRLI.............EKE..NQPLLS.DLRVEEADILTTLSRLSGIPVQKLTQTDAKKYLHLEEELHKRVIGQD 517
NTDB id 287 SP RS11210 WP 001109712.1 WKQAAQLI.............AKE..EEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQD 518
NTDB id 290 KZH43 RS10025 WP 001109677.1 WKQAAQLI.............AKE..EEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQD 518
NTDB id 289 SPD RS10700 WP 001109677.1 WKQAAQLI.............AKE..EEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQD 518
NTDB id 377 SMU RS09275 WP 002262344.1 YQLAKRLL.............KKE..KKPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQD 521
NTDB id 329 STU RS10020 WP 011225298.1 IGAAVKQY.............KAN..QKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQD 524
NTDB id 297 STER RS00545 WP 011680614.1 IGAAVKQY.............KAN..QKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQD 524
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NTDB id 601 KW2 RS02615 WP 021036805.1 EAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYV 530
NTDB id 378 SMU RS02690 WP 002263569.1 AAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYV 537
NTDB id 281 KZH43 RS03550 WP 000882517.1 DAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYV 536
NTDB id 245 SPD RS03860 WP 000882517.1 DAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYV 536
NTDB id 243 SPR RS03635 WP 000882517.1 DAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYV 536
NTDB id 241 SP RS04015 WP 000882523.1 DAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYV 536
NTDB id 85 BSU 00860 NP 387967.1 EAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYV 594
NTDB id 610 V4T04 RS10165 WP 012897346.1 EAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYV 603
NTDB id 402696 FOB91 RS05975 WP 012130976.1 EAISAISRAIRRNQSGIRANKRPIGSFMFLGPTGVGKTELAKALAETLFDDESALIRFDMSEYMEKFAASRLNGAPPGYV 597
NTDB id 287 SP RS11210 WP 001109712.1 QAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYV 598
NTDB id 290 KZH43 RS10025 WP 001109677.1 QAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYV 598
NTDB id 289 SPD RS10700 WP 001109677.1 QAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYV 598
NTDB id 377 SMU RS09275 WP 002262344.1 DAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYV 601
NTDB id 329 STU RS10020 WP 011225298.1 EAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYV 604
NTDB id 297 STER RS00545 WP 011680614.1 EAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYV 604
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NTDB id 601 KW2 RS02615 WP 021036805.1 GYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFG 608
NTDB id 378 SMU RS02690 WP 002263569.1 GYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFG 615
NTDB id 281 KZH43 RS03550 WP 000882517.1 GYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFG 614
NTDB id 245 SPD RS03860 WP 000882517.1 GYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFG 614
NTDB id 243 SPR RS03635 WP 000882517.1 GYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFG 614
NTDB id 241 SP RS04015 WP 000882523.1 GYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFG 614
NTDB id 85 BSU 00860 NP 387967.1 GYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFN 674
NTDB id 610 V4T04 RS10165 WP 012897346.1 GYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFG 683
NTDB id 402696 FOB91 RS05975 WP 012130976.1 GYEEGGELTEKVRNRPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKIDFSNTIIIMTSNLGATSLRDDKTVGFG 677
NTDB id 287 SP RS11210 WP 001109712.1 GYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 678
NTDB id 290 KZH43 RS10025 WP 001109677.1 GYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 678
NTDB id 289 SPD RS10700 WP 001109677.1 GYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 678
NTDB id 377 SMU RS09275 WP 002262344.1 GYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 681
NTDB id 329 STU RS10020 WP 011225298.1 GYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 684
NTDB id 297 STER RS00545 WP 011680614.1 GYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFG 684
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NTDB id 601 KW2 RS02615 WP 021036805.1 AAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDL 683
NTDB id 378 SMU RS02690 WP 002263569.1 ASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDL 690
NTDB id 281 KZH43 RS03550 WP 000882517.1 AAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDL 689
NTDB id 245 SPD RS03860 WP 000882517.1 AAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDL 689
NTDB id 243 SPR RS03635 WP 000882517.1 AAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDL 689
NTDB id 241 SP RS04015 WP 000882523.1 AAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDL 689
NTDB id 85 BSU 00860 NP 387967.1 VQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEE 754
NTDB id 610 V4T04 RS10165 WP 012897346.1 AKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEV 763
NTDB id 402696 FOB91 RS05975 WP 012130976.1 ARDIRLDHANMEKRMLEELKKTYRPEFINRIDEKVVFHSLSADHMQEVVKVMIKPLVASLAEKNIQLKFQASALKLLAKE 757
NTDB id 287 SP RS11210 WP 001109712.1 AKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQ 758
NTDB id 290 KZH43 RS10025 WP 001109677.1 AKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQ 758
NTDB id 289 SPD RS10700 WP 001109677.1 AKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQ 758
NTDB id 377 SMU RS09275 WP 002262344.1 AKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALA 761
NTDB id 329 STU RS10020 WP 011225298.1 AQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKD 764
NTDB id 297 STER RS00545 WP 011680614.1 AQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKD 764
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NTDB id 601 KW2 RS02615 WP 021036805.1 GYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 GYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 GYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 GYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 GYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 GYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 GVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 GFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 402696 FOB91 RS05975 WP 012130976.1 GYDVEMGARPLRRTLQTKVEDKLAELLLTGDLQAGQTLKVGVKAGQLKFDIA.............. 809
NTDB id 287 SP RS11210 WP 001109712.1 GYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 GYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 GYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 GYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 329 STU RS10020 WP 011225298.1 GYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 297 STER RS00545 WP 011680614.1 GYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
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