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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 1471 ASU2 RS04565 WP 014991634.1 MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYVEG 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.DR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 40267 YBT1518 RS30230 WP 002094213.1 ..MMNRVILVGRLTKDPDLRYTPNGVAVATFTLAVNRAFANQQG.ER..EADFINCVIWRKQAENVANYLKKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.ER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.EI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
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GGDGSNFYQGGSGWGWNESQGQANPASPGGAQQSTGFNSQNYFNGNQSGGNSYQNGSNSYDGSQQSNGPFNTGGQSYADNPSSQQTNASTNGNSFNRNPQAGNQG

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYSD.......NYAQNNNFNGG 152
NTDB id 1471 ASU2 RS04565 WP 014991634.1 RLKTRKWQDQNGQDRYTTEIQGDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSGY.......GYDQTASRPA. 152
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD..........GASQNFNSNQSNGSQQSGFTSPQQT....G 141
NTDB id 40267 YBT1518 RS30230 WP 002094213.1 RLQTRNYDGQDGKRVYVTEVLAESVQFLEPRNGGGEQRGSF....NQQPSGAGF...GNQGS....NPFGQSSNSGNQGN 144
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGY....NEGNSGGGQYFGGGQND....NPFGGNQNN....Q 143
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 NA.TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ...QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 624 LCA RS00040 WP 011373726.1 NAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 40267 YBT1518 RS30230 WP 002094213.1 QGNSGFTKNDDPFSNVGQPIDISDDDLPF 173
NTDB id 113 BSU 40900 NP 391970.1 RRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................. 113
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