
logo MKKYEQI
Q
I
LFKKL ILEEQDI LKSEGHKYPQMVGDEFYLPPSEMNELSTQI

TYAKSVSRDTVRKALEQLQLQTKAEGFL IKQKTFVKQGQRGSKQI IVKQREHR INFP I
VSNQLT

NTDB id 402668 FOB91 RS04275 WP 012130712.1 MKKYQQLFKLIEQDILSEKYPVGEFLPSENELTQIYKVSRDTVRKALEQLQKEGLIQKFKGQGSKIVKQEHINFPISNLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! *!! *! !!! *!**!**!!*! !!*! ! !!!!!!!!! ! ! ! ! ! !! !*! !*!!!!*!*!!

logo SYQELVKLQLNKQLMDNSVKTNVIAS ILDEKI
L
I
TVDEKKLATKLTGFEPENKYGRLVWR I ITRQRVI

VDGQVAS IVLDI
TDYLDKAEL IVPHTMTRE IAEHS IY

NTDB id 402668 FOB91 RS04275 WP 012130712.1 SYQELVLQNKLDSKTNVISLEKITVDKKLAKLTGFPEYRLVWRIIRQRVVDQVASVLDIDYLDKELVPTMTREIAEHSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!!! ! * !!!!! **!* !! !! !!!!!* !!!!! !!!!*! !!!*!! !!!!! !*!*!!!!!!!!!!!

logo

D
H
F
Y
I
LENDQLGKLDS IADYAKQKEI IT IDHQAVSTQSKRDKI LLDI

L
D
E
R
SENHVVSVKSKQVYLASNGQQQFQFTDESRHKLDEKFRFVDFAKRRHGRD

NTDB id 402668 FOB91 RS04275 WP 012130712.1 HFIENDLGLSIDYAKKEITIDHATSRDKILLDIERENHVVSVKSQVYLANGQQFQFTDSRHKLDKFRFVDFAKRHG. 236
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus ***!! ! ! ! !! ! !!!!* * *!!!!!!** !!!!!!!!! !!! ! !!!!!!*!!!!!*!!!!!!!!*!! *
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X ≥ 50% conserved


