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NTDB id 402663 FOB91 RS03870 WP 012130639.1 MAKQRNEIEEKYTWDLSTIFPTDEAFETELAQVFEELKNASNLAGHLLDSAESLLTTTEIQLDLMRRIEKLYSYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! **!!!!!!!!*!!!*!! *!!! *!! !! !!!!!!!! !! !!* * !!!!*!!*! !!*!!!!
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NTDB id 402663 FOB91 RS03870 WP 012130639.1 QDTRVAKYQEYQAKGMTIYSEFGQTFAFYEPEFMEITEDQYQAFLAEKPELQTYQHYFDKLLQKKEHILTQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!!!!!* *!! !!**!!!!! * * ! ! ! ! !!!**!! !*!*!*! !!!!!*!

logo GDE I FGNAGAPSTDETFANI
VLDNADI LVFPMWVHSDNEGKQGDEEVVEQLTHGNFYI STLMVESKDNRDE I

VRKEGAYEALMYGSTVYEQFYQHTYAKQTLQGTNVVKVHQ
NTDB id 402663 FOB91 RS03870 WP 012130639.1 GEIFGAASETFAILDNADIVFPMVHNEKGEEVQLTHGNYISLVESKNREVRKEAYEALYSVYEQYQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ****!! *!!!!!!*!! !* !* ! !!!!!*!*!*!!! !**!! !!!!*! !!!*!!!!! !!! !!!*
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NTDB id 402663 FOB91 RS03870 WP 012130639.1 NYNAKVRKFSSAREAALSANFIPESVYDSLVSAVDKHLPLLQRYIALRAKILGISDLKMYDLYTPLSETDYKFTYEEALA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!*!!!!** !!!*!!! !!!!!!!!!!!!* ! !!!!!!*!!* !! !*!!* *!!!!!*!!!!!!!* !!!! !

logo KASEEVLAI FLGEDEYLSKSGRVHKATAFSTERWIDVHEPNKQGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSSTFYTREQT
NTDB id 402663 FOB91 RS03870 WP 012130639.1 KSEEVLAILGEDYLSRVKTAFSERWIDVHENQGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !!!!!! !!*! !* !!*!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLEKEVEKDDAKTRFAI LNHFYLDGFKRGTVFRQTQFAEFEHAIHEKADAQESGQI
VLTASDEF

NTDB id 402663 FOB91 RS03870 WP 012130639.1 QPYVYGDYSIFLAEIASTTNENILTEKLLEEVEDDATRFAILNHFLDGFRGTVFRQTQFAEFEHAIHKADQEGQVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!! !! !!*!! *!
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NTDB id 402663 FOB91 RS03870 WP 012130639.1 LNELYADLNEKYYGLKKEDNPQIQYEWARIPHFYYNYYVFQYSTGFAAASALAEKIVHGSQEDKDKYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! !! !!!* !!*!! !!!!!! !!!!*!! !!!!!!! !!!!!!!!* !!!* !! !!!!! !!!!!
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NVIKKAGVDMETKNETDYLDNAAFAKVFEDRRLDVEFLEALVEKGLGVHLALS

NTDB id 402663 FOB91 RS03870 WP 012130639.1 NVIKKAGVDMEKEDYLNAAFAVFERRLDEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!! !!! !!! !!! !! ! !!!!!! * *

X non conserved

X similar

X ≥ 50% conserved


