
logo MATKTINLLPWRDEEKLRMEQKRNKNKQEF ILVATVFILSCFIVLGAVGLVFLVLGCILTATAAVFGLGMSTGWFYYFGDHKLDNQDQEQANQL I LMQTSTNQGNLDVQQLKASTLDENGLQQEQRDNA
NTDB id 402403 FOB21 RS08075 WP 155861575.1 ..............MKRNNEFVAICVGALFLGLAAAGSTWFYYDHKLQDQEQANQLIQSTNQNLDVQLKALEGLQEQRNA 66
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
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NTDB id 402403 FOB21 RS08075 WP 155861575.1 IVERMKLIQGLQTQRPIAVHLIDEIVRVTPSNMYITKFQRIGDKFTIEGRAESSNTVAELLRNLEASSWYRNAFMNAFLV 146
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
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NTDB id 402403 FOB21 RS08075 WP 155861575.1 AEEAKEKAPSSIIPRVEESYGSFTVTVTVDLDQIAQPVLNEEQQA.VATTTGASS 200
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLG..EMGVTTTDDSAKPSTGESVGAAK 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLG..ELGTSLATSD.QPQTPPTAGVKP 212
consensus *!* !*!**!!**!!!!* !!!!*!*!*** *** ** ** ** ** * !*

X non conserved

X similar

X ≥ 50% conserved


