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NTDB id 402395 FOB21 RS03110 WP 004278869.1 .........................MKPKGFTLVELMVAIAIFAVLSALGWKVFDYIVKTKDQNVIHEQRLGQLQQTYQQ 55
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ************************* ** !!!!!!!*!!!!!!!!!! !!!!*!!!**! *! ! !! *! !! !!!
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LSPDFER I EYQRYDRADEQKQKLYRLKYRTNLNQTSTGNQRDEQPELS
NTDB id 402395 FOB21 RS03110 WP 004278869.1 ILRDTVQAVPLTANINGDIQPALVLQNGRFNFSKTGVTDPLEEGISPDERIEYQYRADEQKLYRLKYRNLNQTGQDQPES 135
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!!*! *!!*!! ! **!!! * ! !!! !!!!!! !*!! !!!!! ! !! !!!!!!! !!! * *!! !
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NTDB id 402395 FOB21 RS03110 WP 004278869.1 SVLLSEVEQFQIVVLNPNELTQWPDASTDLNQLEQKQRLPKGVKINLTVNGVSYEWMFSLLNTDFLLDTQNTGQPSSE 213
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS..... 233
consensus ! !!! !*!*!!*!! !*!*! !!* !* * *!!!!*!!*!!! !! !!!**!! * ! ! *****
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