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o AEVALVET AT CADRURASL, R L CORTAYLSA LDEAI DALy

NTDB id 40238 HMPREF9137 RS05980 WP 013671296.1 397
NTDB id 125 BSU 00870 NP 387968.1 VIE QAL PTHFGN)g RNEATG DEINRMYSL MAVLEKRWYGLLLQONQDAYLKWYAGGVKLDEPAIDLA | 388
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 509 SM12261 RS00130 WP 078228442.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTN 384
NTDB id 238 SPD RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 204 SPR RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLOQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTN 384
NTDB id 169 SP RS00155 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384

consensus k111 %o Lok Daok Lk Dk Lk NN N Y PE UL cskokrre b Lk Lk | x

- LT ER G

NMMMFWAU@KE

NTDB id 40238 HMPREF9137 RS05980 WP 013671296.1 466
NTDB id 125 BSU 00870 NP 387968.1 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 453
NTDB id 238 SPD RS00140 WP 074017595.1 453
NTDB id 204 SPR RS00140 WP 074017595.1 453
NTDB id 169 SP RS00155 WP 074017595.1 453
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