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NTDB id 40216 SOR RS08295 WP 000731802.1 MKKLAKRITGKEWGMIVLTILFTCFSVYLELEVPTYISQITELLGTSGTQLGELWSPAAKMIGLSLLAFFSSVMVGFFAARVAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 40216 SOR RS08295 WP 000731802.1 YTTHLRRDVFHQVLDFSQTEIKRFSIPSLLTRTTNDITQVQMLFTMGLQVVTRGPIMAIWAIGKILGKSEYWLWAVVVAVIVNVL 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 40216 SOR RS08295 WP 000731802.1 MTTVLMTLAFPKQSVIQKLTDKLNSITRESLTGIRVVRAYNAEDYQDEKFEAANDEVTRLNLFVNRLMAIMNPIMMAISSGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
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NTDB id 40216 SOR RS08295 WP 000731802.1 IYWIGAYIINDAS............LAERLPLFSDMVVFMSYAMQVVMGFLLMGALFIVLPRTLVSAGRINQVLDLHSSIENPSH 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 40216 SOR RS08295 WP 000731802.1 AQTANPSVQGQVEFRDVTFRYSKNSEAVVEQVTFKAEAGQTVAFIGSTGSGKSTLVNLLPRFYDVSDGEILVDEVNVQDYDLQDL 413
NTDB id 369 SMU RS04255 WP 002263293.1 S.KADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDL 424
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NTDB id 40216 SOR RS08295 WP 000731802.1 RNKVGYIPQKAVLFSGDVKGNLDFGKSKETPLSEAAMWQALELAQSKSFIEEKEAGLESEVAQGGTNFSGGQRQRLAIARALARK 498
NTDB id 369 SMU RS04255 WP 002263293.1 NNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARK 509
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NTDB id 40216 SOR RS08295 WP 000731802.1 PEILIFDDSFSALDYKTDRVLRQELAEKTKSMTKLIVAQRISTIMDADLILVLDQGKVVGQGTHKELLATNEVYQEIAYSQLSKE 583
NTDB id 369 SMU RS04255 WP 002263293.1 PEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKE 594
consensus !!!!!!!!!!!!!!!!!!!*!!**!! !!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!!



logo ELEHNGK
NTDB id 40216 SOR RS08295 WP 000731802.1 ELEHGK 589
NTDB id 369 SMU RS04255 WP 002263293.1 ELENGK 600
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