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NTDB id 402105 GMB29 RS22815 WP 136352623.1 MRITFNRIIQIAVILSIIVTFYTIHLNYKYPYVGAGVKVTSDNEMLINVIEPKTWAEKVGIHLNDVVLEINNEDPLLHSP 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSD..K 78
consensus !* * **!!!* !! ** * *! ** *! ! * *** !!** !**! !! ! ! ***
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 AIKYGILEQVYDLKVLQNGTI...KEFEIPTSLISYQSLFIIIIPLTVLFLCLFCIFFVYRTNKGVNLRSAHFLNLFLLI 157
NTDB id 91 BSU 31690 NP 391047.2 HLKWGYLSHINSLDILRSGKKIHLKDFDLVTL.NRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLD 157
consensus **!*! ! ** ! *! ! ***!*!***! * * ! !* **!! !!** !!!** * !! !* ! ! !!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 IGMAYISASGSSRGDSISRYINLTLFLLVPVSYLHFIYQYFQELGKKLFSFNFLRIGYLLVIINFVSEIVQNMLIVNNFD 237
NTDB id 91 BSU 31690 NP 391047.2 ISIAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR..ISFLYIIPIFNLGIEFFQDYL.QVDID 234
consensus ! *!!!!! !* !!* ! !!!!! !* !* !!*!! ! !*!! *** !***! ! ! ! !* !
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 FNRILNLCSFLFLLVLTFVLKFTGLKKIKYSEQAYIVKILIMTNVIAFTPFLLFYVIPYVIFQKYIFSATFLAAFLLLIP 317
NTDB id 91 BSU 31690 NP 391047.2 FLATLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIP 314
consensus ! !!!*!! ! * *! * *! ! !! !* *!*!*!!*!! * ! !!!*!*!*! * !!!*! ! !*!!!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 FSLVYQFLATKIYDIDFLLGRIRYYSLLAVIPSFIIVGIMLLLKENNPTFYPIRLSVYIYLVIVLIFYSKEILDFRFRFK 397
NTDB id 91 BSU 31690 NP 391047.2 FGLVYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLK 394
consensus ! !!!!!*! !**!!*!*!!!*!!! !!!*!!* *!!! **! * !*! *!* **!* *!! !!**!!*!! !
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 RFSEKYNYQDSIFKYTQSIRKASNLEHVVSELKQVILDVLLVSKAYFIEVDREKNLTSVDLNAKEADYSPYIKQIRDVTD 477
NTDB id 91 BSU 31690 NP 391047.2 RFSEKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTS 474
consensus !!!!!*!!!!!!!!!!! *! * ! *! !!!* !!!!!!!!!!! !! *** * *! * *!* *! !!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 EIGKIIEVDRGFVINTGETENKSYVLLCLSILNTPRLTRDEISWLKTLSFYTNVSLENFLKIDELMQHMQKLETEGHNPG 557
NTDB id 91 BSU 31690 NP 391047.2 EIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPI 554
consensus !!!!!!!! !!** !! !!!!!!!! *!!!!!!!!!!!!!!!!!!!! !!*!! !*!*!!! !* ! !!*!!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 WLTKLLFSIEEKQRSNLAKDLHDSVLQDLVSLKRQCELALVEVDADSSQ....LKKKLQEMNSSMTKIIKTTRETCQELR 633
NTDB id 91 BSU 31690 NP 391047.2 WLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELR 634
consensus !! !!*! !!!!!!! !!*!!!!!!!!!!*!!!!!!!! ! * ! ****** !! !! !* *! !!!!!*!!!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 PQLLYDLGLVKALNKLVMQYQEYVDFDIRINTGNFTITLDIDTQLNIYRIVQELLTNAHKHSKASQVLIILVCIKEKIVL 713
NTDB id 91 BSU 31690 NP 391047.2 PQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVL 714
consensus !!!!!!!!!!!!! !!! ! !! !*!*!!*!!! !! *!!*!*!!!*!!!*!! !*!!*!!! !* !!!*!**! !!!!
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NTDB id 402105 GMB29 RS22815 WP 136352623.1 HYEDNGVGFEYRDFYDKTESMGLSGISERVKALKGSITINTSKGNGLKIDVEI.. 766
NTDB id 91 BSU 31690 NP 391047.2 HYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!! !!!!* *** !!!!!!! !!!*!! ! * ! !! ! ! ! !*!!**
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